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[ Abstract ] Objective: To investigate the distribution of RFP( Ret Finger Protein ) in Human, mouse normal tissues
and human esophageal squamous cell carcinoma. Methods: Real-time Quantitative RT-PCR with 18SrRNA as the internal
standard was used to detect the expression of RFP in human normal tissues such as cervical tissue, endometrial tissue, tes-
tis tissue, gastric tissue, esophageal tissue, brain tissue, human esophageal squamous cell carcinoma and mouse normal
tissues such as lung tissue, kidney tissue, uterus tissue, ovary tissue, thymus tissue, heart tissue, muscle tissue, testis
tissue, skin tissue, esophageal tissue, spleen tissue, liver tissue, colon tissue, intestinum tissue. Results: The highest
level of RFP mRNA was only present in testis tissue among human and mouse normal tissues. In addition, the up-regula-
tion of RFP protein was observed in 13 out of 20 human esophageal squamous cell carcinoma tissues, but only the upregu-
lation of RFP in 9 out of 20 is significant( P <0.05 ). Conclusions: Regarding to the expression of RFP limited to testis
among human and mouse normal tissues and the up-regulation of RFP in 13 out of 20 human esophageal squamous cell car-
cinoma tissues, the RFP can be used as a potential molecular target for the development of new therapeutics for human e-
sophageal squamous cell carcinoma.
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FirE i BTHE IS , F RNeasy Mini Kit 325 & M i
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CGGA-3';

18S rRNA F ¥if 5l ¥, 5'-
TACGAGCT- 3’
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E1 RFPERE7 14 #RIEEHR DR REEN
Fig.1 Expressive detection of RFP gene in 14
Mouse normal tissues
1: Lung; 2: Kidney; 3: Uterus; 4: Ovary; 5: Thymus;
6: Heart; 7: Muscle; 8: Spleen; 9: Colon; 10: Liver;
11: Testis; 12: Eso; 13: Skin; 14: Intestinum

2 RFP EE7E 6 M AEEARAPRIRIZKT
Fig. 2 Expressive detection of RFP gene in 6
human normal tissues
1: Cervicalnormal tissues; 2: Endometrial normal tissues;
3: Testis normal tissues; 4: Gastic normal tissues;

5: Esophgeal normal tissues; 6: Brain normal tissues
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TR AN A I SE mRNA B iR A T — M
& T ELER I . %O B T R h e
A5 S AL AW o T A 9 P AR A
WA DNA gEATHI , oF5 PCR J5 FORE S AL T, 3 Uk %
TRESZE 55 ARBFFE R 920 4 i RT-PCR
JrE S WS T REP LR 7E BURIN IE % 2 41 0% £ 45 8
RN SV P I Fe3k 25 SRR W 16 IE W 414U % 3
PRI 3 ik H7E S U2 U b i o, 18 L 2 41 rp ik B
s AR ek, 7ERAHLIEIUY 20 51 45 B bk 40 i 5 41
YUbRAS R ) 13 () RFP 63k 138, Hirh o ) 3%

B3 RFP EE7E 20 ] A RESHIK M ME R pIRIE
Wil ENKREEREH . ECREEESHRAMBAELR
Fig. 3 Expressive detection of RFP gene in 20 cases of Human
esophageal squamous cell carcinoma, EN represent normal
esophageal tissues| EN represent normal esophageal tissues,
EC represent esophageal squamous cell carcinoma )
1~24: EN1 ~24
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Fig.4 Expressive detection of RFP gene in 20 cases of
Human esophageal squamous cell carcinoma, EN represent
normal esophageal tissues| EN represent normal esophageal

tissues, EC represent esophageal squamous cell carcinoma )
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) NK 009 M B . AWFIRIRIE T SR — 909 NK 4321k KLRE1 . %745 B9 5250 45 B 4278 KLRE1 REH041 NK
21 A6 ) 240 L

JeERTT KLREL B /R 422 S e, 5% B 20 40 AL 40 B7 . Northern blot | 5 H 391 3 0 7 45 3 16) 400 0 2 e 20 M 45 07 125, %
KLRE1 AYJEP E AL ALV G 0 T 454 2 AL I 55 SHP - | IR R SVE T WA 9T . 458 W R CB. 17 SCID /)
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WEN 27 i i i R 40 A4 #r i /8 KLREL 76 NK 400 f1 CD3 * 40 09 — AW RE B3Rk, # F kX KLREL 894 T 451
4T 7SS, KLREL-HA A3 AR E 5 U RNKDAL 41 52( RNKDAL-tx ), 2K J5 3R 3 RNKDAL-tx (1) 40 Hd %5 figt 9 1
FE 38 JEPEFEHE L B SDS-PAGE F 22 B, FH| anti-HA 1 WEN-27 454 Western blot #4743 47 , % i %% ¢ +KLRE1-HA (4
293T £ it G AL (4 07 B 0B A7 20 M7, £5 5 %6 B KLRE1 76 NK £ /i 2 I LA B S e iy — RARIE R sk, Hl ko 7 &
2927 kD, 5 KLREI KEBUHAE, 5 W m 4000 246 o Hril 5 #2758 KLRED $04) NK 40 4 i 2244 . JF EL 78 DA NK 1
RNKDAT -tx ¥ % 41 ffg F) FH 408 L350 5 97 1240 87 SHP-1 78 KLRE1 5545 S P i /8 IS, 45 52 7R KLRE1 GEL P TE SHP-
Lo "0 KLREL 5 HF AR B — AT RETE 1 52 — B4k IR e R a1 & ITIMs, B4R 51 SHP-1, AT 41 A — A 30 il 4 11 32 14
=R

ARBFFER R TE WG 5 2550 Y NK 40 M 2 i AE 76— D30 i NKC 4300 C TR 45 K EE 32 4K KLREL, 32 (R fig 4 il NK
20 6 ) B 25 D) g
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