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Expression of Cyclin G mRNA in leukemia patients and its clinical significance
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[ Abstract ] Objective: To investigate the expression of Cyclin G mRNA in leukemia patients and its clinical signifi-
cance. Methods: RT-PCR was used to analyze the expression of Cyclin G mRNA in the mononuclear cells of 129 leukemia
patients and 10 healthy controls. Results: ( 1) The expression of Cyclin G in acute leukemia ( AL ) and chronic leukemia
( CL ) patients was significantly higher than that in healthy controls ( both P <0.05 ), but there was no significant differ-
ence between AL and CL patients. ( 2 ) The Cyclin G positive rates of newly diagnosed/recurrent cases in AL, acute mye-
loid leukaemia ( AML ), acute lymphoblastic leukemia ( ALL ) groups were respectively 71.3% , 66.7% , and 85.7% ,
all significantly higher than those of their corresponding remission cases( P <0.05 or P <0.01 )and that of healthy controls
(P<0.01). (3) The Cyclin G positive rates in newly diagnosed cases of different ages, sexes, and percent of immature
cells were similar; the positive rates of newly diagnosed cases with WBC > 50 x 10°/L in AL and AML groups were sig-
nificantly higher than those with WBC < 50 x 10°/L. (4 ) Fifty-three of the newly diagnosed cases were Cyclin G posi-
tive. The remission rate of patients with high Cyclin G expression( 51.7% )was significantly lower than that with low Cyc-
lin G expression( 79.1% X P <0.05). Conclusion: The high expression of Cyclin G may be correlated with the patho-
genesis of leukemia and may be one of the factors for the poor prognosis of leukemia.
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Fig. 1 Electrophoresis analysis of PCR
fragment of Cyclin G gene
Lane 1: Marker; 2: HL60;3 —4: Newly diagnosed
AL patients; 5: Complete remission AL patients;
6-7: Relapsed AL patients; 8-9: Normal case
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Tab.1 Positive rate and determination of Cyclin G mRNA levels in leukemia patients
Cyclin G positiveness
Groups N Cyclin G mRNA (x +5)
n Positive rate ( % )

AL 118 74 62.7 0.836 +0.508
Newly diagnosed case 75 53 70.7 0.952 +0.602
Relapsed case 12 9 75.0 1.229 +0.635
Remission case 31 12 38.7 0.447 +£0.415

AML 89 53 60.0 0.764 +0.505
Newly diagnosed case 57 38 66.7 0.946 +0.671
Relapsed case 9 6 66.7 1.004 +0.436
Remission case 23 9 39.1 0.435 +0. 466

ALL 29 21 72.4 0.988 +0.496
Newly diagnosed case 18 15 83.3 1.010 +0.282
Relapsed case 3 3 100.0 1.906 +0.810
Remission case 8 3 37.5 0.470 +£0.312

CL 11 8 72.7 0.677 £0.402

Normal case 10 1 10.0 0.181 +£0.128
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Fig.2 Comparison of Cyclin G mRNA levels in
different phases of leukemia patients
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Tab.2 Relationship between Cyclin G of newly diagnosed

cases with leukemia and routine clinical index

Cyclin G positive rate

Groups N
n (%)

<40 46 29 63.0
Age

>40 29 24 82.8

Male 45 29 64.4
Sex

Female 30 24 80.0

>50% 45 32 71.1
Immature cells

<50% 30 21 70.0

>50x10°/L 32 28 87.5""
White cells

<50x10°/L. 43 25 58.1

** P<0.01 vs while cells <50 x10°/L
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