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Expression of Ets-1 and VEGF in breast invasive ductal carcinoma and its
clinical significance
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[ Abstract ] Objective:To study the expression of Ets-1 and VEGF in breast invasive ductal carcinoma ( IDC ) tissues,
and to analyze its correlation with clinicopathologic characteristics of IDC. Methods: Forty breast IDC tissues and their
adjacent normal tissue samples were obtained from clinical diagnosed breast IDC patients after surgery. Expression of Ets-1
and VEGF protein and mRNA was examined by immunohistochemistry and RT-PCR. Results:( 1 )Expression of Ets-1 and
VEGEF protein in breast IDC tissues was significantly higher than that in adjacent normal tissues ( P <0.01 ). Expression
of Ets-1 protein in breast IDC tissues was significantly higher than that of VEGF and their expressions were positively cor-
related ( 7 =0.8827, P <0.05 ). Expression of Ets-1 and VEGF protein was correlated with the clinical stages of breast
IDC and lymph node metastasis ( P <0.05 ).( 2 )Expression of Ets-1 and VEGF mRNA in breast IDC tissues was signifi-
cantly higher than that in adjacent normal tissues ( P <0.01 ). Expression of Ets-l mRNA in breast IDC tissues was signif-
icantly higher than the expression of VEGF and they were positively correlated ( r =0.984, P <0.01 ). Expression of
Ets-1 and VEGF mRNA was correlated with the clinical stage and lymph node metastasis of breast IDC ( P <0.05 ), but
not with patient’s ages and tumor volumes. Conclusion: Ets-1 and VEGF are highly expressed in breast IDC tissues at
both mRNA and protein, and they are positively correlated with each other. Their expression is associated with the clinical
stages and lymph node metastasis of breast IDC.
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Fig.1 Expression of Ets-1 protein in breast IDC
tissues ( A ) and adjacent normal tissues ( B ) ( SP, x200 )
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Fig.2 Expression of VEGF protein in breast IDC

tissues ( A ) and adjacent normal tissues ( B ) ( SP, x200 )
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Tab.1 Correlation of Ets-1 and VEGF expression with clinicopathologic characteristics of breast IDC

Ets-1 protein

VEGF protein

Characteristic N P P
- + H - +  H
Age
<50 24 5 5 10 4 0.7354 8 2 10 4 0.3161
>50 16 6 3 5 2 5 5 4
Maximum diameter
<2 cm 21 7 3 8 3 0.9430 6 2 10 4 0.6598
2~5cm 12 2 3 5 2 4 3 3 2
>5 cm 7 2 2 2 1 3 1 1 2
Clinical stage
I 7 5 1 1 0 0.0172 5 1 1 0 0.0271
I 23 6 6 9 2 8 5 6 4
I 10 0 1 5 4 0 1 7 2
Lymph node metastasis
yes 22 1 5 12 4 0.0023 3 4 11 4 0.0305
no 18 10 3 3 2 10 3 3 2




+ 290 -

o [ e A M Ay 7, 2000 4E 6 H L16(3)

2.2 Ets-1 #» VEGF mRNA £ 5UI% IDC 2022 49 ik
B 5 s KRB A AR X R

BEIE FELUK S 7R A9 R SR 45 274 bp( TKGE 1.
2 )1 256 bp( VKil 3.4 )53 L% Ets-1 mRNA i
VEGF mRNA 7EFLAR IDC Fljs 55 LR 2 40 Y 365
(K3), Ets-1 mRNA . VEGF mRNA 7EXLJ IDC 2041
1Y IR K- EI(E 530 2 0. 821 + 0. 158.0. 540 +
0. 165, I 5 = T 52 LR UL IR K F 11 0. 194 +
0.085.0. 143 +0.071( ¥J P <0.01 ), H. Ets-1 mRNA f9
FkIKF- 5T VEGF mRNA 35K (P <0.05), H
P IEAR G

43T Ets-1 1 VEGF mRNA 5 1If6 PR 95 B4R 1
KFR, RIS, g e R AR A R 8 Ets-1 .
VEGF mRNA KikJo 225, IDC A ME LR
Ets-1 mRNA 1 VEGF mRNA 23k ¥ T LH B
HA P <0.05), #E—2F LSD 435 Eb Al R 53 HH
S SRR B DI LU A e S, IDC I
PR3 7806 , Ets-1 mRNA 1 EGF mRNA (5535 7K

k(P <0.01,%2),

B3 Ets-1 mRNA #1 VEGF mRNA 7EZLAR IDC A4
REEFIBRARKFRIE
Fig.3 Expression of Ets-1 and VEGF mRNA in breast
IDC tissues and adjacent normal tissues
M: Marker; 1: Expression of Ets-1 mRNA in breast IDC;
2: Expression of Ets-1 mRNA in adjacent normal tissues;
3: Expression of VEGF mRNA in breast IDC; 4: Expression
of VEGF mRNA in adjacent normal tissues
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Tab.2 Relationship between Ets-1 and VEGF mRNA expressions and clinicopathologic characteristics of breast IDC

Characteristic n Ets-1 mRNA P VEGF mRNA P
Age
<50 24 0.810 £0. 165 t=0.489 0.529 +0.177 t=0.480
>50 16 0.834 +0.152 P=0.628 0.555 +0.149 P=0.634
Tumor diameter
<2 cm 21 0.782 £0.163 F=2.095 0.492 £0. 164 F=2.589
2~5cm 16 0.881 +0.150 P=0.137 0.609 +0. 160 P =0.089
>5 cm 3 0.763 +0.050 0.500 +0.700
Clinical stage
I 7 0.626 +0.085 F =30.488 0.336 +0.092 F=27.916
I 23 0.800 +0.103 P <0.01 0.521 +0.103 P<0.01
m 10 1.003 £0.102 0.724 +0.124
Lymph node metastasis
No 22 0.934 +0.108 1=8.324 0.657 £0.110 t=8.106
Yes 18 0.682 £0.076 P<0.01 0.396 +0.089 P<0.01
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