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Human glioma expresses high level of Snail and promotes tumor cell invasiveness

SHI Li-hai', LI Jian®, ZHAO Ji-zong’( 1. Department of Neurosurgery, Beijing Anzhen Hospital, Capital Medical Univer-
sity, Beijingl00029, China; 2. Department of Neurosurgery, Beijing Tiantan Hospital, Capital Medical University, Bei-
jing 100050, China )

[ Abstract ] Objective: To investigate the expression of Snail protein in human glioma tissues and study the effect of
Snail on human glioma U251 cells. Methods: Sixty-five specimens from glioma patients, who were diagnosed in Beijing
Anzhen Hospital and Beijing Tiantan Hospital, were included in this study. Immunohistochemistry S-P was used to detect
Snail protein expression in human glioma tissues. Snail specific small interference RNA ( Snail-siRNA ) was constructed
and transfected into U251 cells by lipofectamine. The expressions of Snail mRNA and protein and E-cadherin protein in
transfected-U251 cells were investigated by RT-PCR and Western blotting analysis, respectively; and the invasion ability
of transfected-U251 cells was investigated by Transwell chamber assay. Results: The positive rate of Snail was 66. 2% in
human glioma, which was significantly higher than that in the normal brain tissues (0% , P <0.01 ), and Snail positive
rate in [ -1 stage glioma was significantly lower than that in T[-IV stage glioma ( 44.8% vs 83.3% , P <0.01 ). Snail-
siRNA transfection inhibited the expressions of Snail mRNA and protein. The expression of E-cadherin protein in Snail-
siRNA transfected-U251 cells was significantly increased compared with those in Ctrl-siRNA and untransfected groups
(0.64+£0.21 s 0.15+0.16, 0.21 +0.19, P <0.01 ). Snail-siRNA transfection inhibited the invasion of U251 cells
(87.0 2.4 v5140.0 4.9, 136.0 +5.3; P <0.05). Conclusion: Snail protein is highly expressed in human glioma
tissues, and siRNA interfering the expression of Snail protein can inhibit invasion of glioma U251 cells.
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Fig.1 Expression of Snail in glioma ( A ) and

normal ( B ) brain tissues ( S-P, x400 )
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Tab.1 Expression of Snail protein in glioma tissues ( n, % )

Positive
Group N Negative Positive
rate ( % )
Glioma tissue 65 22 43 66.2""
I ~1 29 16 13 44,848
m~Wnv 36 6 30 83.3
Normal tissue 15 15 0 0

**P< 0.01 vs normal tissue; **P < 0.01 vs I ~ IV

2.2 Snail-siRNA %% % 374 U251 282 Snail mRNA
EOF Eol

RT-PCR Z558( & 2 ) 7R, U251 A Snail
mRNA f{) % K 7F Snail-siRNA # 4t 24 h & 48 h
B}, Snail-siRNA 5 JL 40 ( 0. 11 £ 0. 06,0. 09 +
0.07 ) & F K T Cul-siRNA 41( 0. 98 + 0. 14,
1.01+0.12) 5 KRHY4H(1.04 £0.09,1.01 =
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U251 4l H Snail mRNA %3k 71 22 7 L4 it

FEU(P>0.05)K2),

St

CIAPIH

B2 Snail-siRNA 305 U251 A0 Snail mRNA HJFRi%E
Fig.2 Snail-siRNA transfection inhibited Snail
mRNA expression in U251 cells
1-3: Untransfected U251 cells at 0, 24, 48 h; 4-5: Ctrl-siRNA
group at 0, 24, 48 h; 7-9: Snail-siRNA group at 0, 24, 48 h
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Western blotting Z55( 8 3 ) .75, U251 4 ffgrh
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L]
t-cmilierin

B3 Snail-siRNA #3xt U251 Z8H2H Snail
% E-cadherin & H &KX
Fig. 3 Effects of Snail-siRNA transfection on Snail and
E-cadherin protein expressions in U251 cells
1: Ctrl-siRNA; 2: Untransfected; 3: Snail-siRNA
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