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BRF? gene expression in esophageal squamous cell carcinoma tissues and its clin-
ical significance

LU Ming, TIAN Hui, LI Shu-hai, YUE Wei-ming, LI Lin, HAO Bin ( Department of Thoracic Surgery, Qilu Hospital
Shandong Unversity, Ji’ nan 250012, Shandong, China )

[ Abstract ] Objective: To investigate the expression of TFIIB-related factor 2 ( BRF2 ) in human esophageal squamous
cell carcinoma tissues, adjacent esophageal cell carcinoma tissues and normal esophageal tissues, so as to analyze the role
of BRF2 in the development and progression of esophageal squamous cell carcinoma. Methods: Samples were obtained
from 74 esophageal squamous cell carcinoma patients who had been surgically treated during Jan. 2007 to Jan. 2008 in
Qilu Hospital of Shandong University. Immunohistochemisty and RT-PCR were applied to detect BRF2 expression in e-
sophageal squamous cell carcinoma tissues, adjacent esophageal squamous cell carcinoma tissues and normal esophageal
tissues. Results: The expression of BRF2 mRNA in esophageal squamous cell carcinoma and adjacent esophageal squa-
mous cell carcinoma tissues was significantly higher than that in normal esophageal tissues. The positive expression rates of
BRF2 protein in esophageal squamous cell carcinoma, adjacent esophageal squamous cell carcinoma and normal esophage-
al tissues were 54.55% , 32.5% and 7.5% , respectively, with a rate in esophageal squamous cell carcinoma and adja-
cent esophageal squamous cell carcinoma tissues higher than that in normal esophageal tissues ( P <0.05 ). The BRF2
positive expression rate in esophageal squamous cell carcinoma tissues was decreased with the increase in differentiation
grade of esophageal squamous cell carcinoma ( P <0.05 ), and the expression rate in grade Il and IV of esophageal squa-
mous cell carcinoma significantly higher than that in grade I and 1T ( 72.7% , 73.3% vs 35.7% , 34.8% , P <0.05 ).

The BRF2 expression rate in the patients who survived less than 3 years was markedly higher than that in the patients who
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survived longer than 3 years ( 69.2% wvs 38.2% , P <0.05 ); and smoking patients had a markedly higher expression rate

than non-smokers ( 61.1% vs 30.4% , P <0.05). Conclusion: mRNA and protein of BRF2 gene are highly expressed in

esophageal squamous cell carcinoma, which is correlated with poor prognosis of patients, and may be used in evaluating

the prognosis of esophageal carcinoma patients.

[ Key words ] TFIIB-related factor 2 gene; esophageal squamous cell carcinoma; prognosis

A IR 20 e e 2 R R DL %) T A R
Z— RN, AR — R BT,
BERARE 5 FAAFNH 20% ~30% , EZHH
SR GRS R IR 40 MR 1 2 2 A
R AR 2%, Z Z R I . MicroRNA
( miRNA TE s kA PR B M. BEE BF
TR, 2 Bk B 2 19 miRNA 598 0E & 2B
S TEREAE T8 B3k A b 47 i 35 B A () oA
PSRy N SN S SR N LN E 2
U g v AS BN B6E ', TFIB AH G A - 2( TFIIB-
related factor 2, BRF2 ) i 4% BRF2 5 HAYFEH, =
5 RNA B4 AL A miRNA #7242, BRF2 J
N5 miRNA B3¢ R e T H AR &b & R i
R EEAME . BF5E S R, BRF2 5 X7 Jifi i bk
e B A A R A R 0 A A A R, TR
HR R 20 B (AR T O B BT AL . ARBFSE R
GeEALAL I RT-PCR J7 A I N £ 45 i bR 4 e s 241
2 SO K OE H A 40 BRF2 mRNA K
F 2638 7K 3, 3 F BRE2 FE IR 323k 52048 Wik 40
JHO I AR BRASFAE B T I () A Pk o

1 HRETE

1.1 R F A E TG

FEHL 2007 4F 1 J1 % 2008 4F 1 ALEILAR KFFF
B R B SMEHM T FARIGYT B A B e B2 K A
RNE R SRR AN Mg A R AL R AR 74 1] AR
1987 4P & 4 [ bR 48 — 0 B 9 9 TNM 43 W b v
TNM 4388 T #4144, 1084 23 1, I 89 22 4], IV 1
15 s Forb s AR SR 20 B 19 91, o AL Bibk 4
HLgs 30 B, Ao AL SR A g 25 5] 5 RFTIARAT L
SHEIT AL FIRYT o 40 519 55 4 2L bR AH B
JEANE 0.5 em ZE A AL, 7 U MR %% 5
em ML ERYIES BB HL 40 HIVE N BATERT IR, 2%
PRARBTEF AR IR UM J5 B S AR A5 2
P, — Yo R TR AT, 196 CHARIRN 174 H;
T —HBRAR L 10% 1 FF I V11, A e 3, R R
T4 5 wm LY R AT AL e RT I . AR B
SR ERCA IERAR =100 57, Had 25 30 d WA W

[ Chin J Cancer Biother, 2012, 19(2): 175-179 ]

SRR 0 E SONIESEIRI 20 4ELL L B H
PRI =250ml .

ST BRF2 /&g [ Santa Cruz 23 %, RT-PCR
RAG AL R ER AR A F, BRF2 5149
W4 F Applied Biosystems 2y &), B F 2 SP 57 & W4
H A2 S0 A W H R A RS F] L RT-PCR 5
WA AR R ERHE A BRAH .

1.2 RT-PCR # BRF2 mRNA &R & 8%k 2m fo 40
B REAR I EF R MR TRk

N FH TRIzol 17 & #EHLE RNA, 18 D,/ Dy
() LG AR PEAR 4 B RNA B i 519780 an T,
BRF2_F:5'-GTGAAGCTCCTGGGACTGGAT-3 ,BRF2_R
5'-GTATTTGGCTGGCACAGAAGG-3', RPSI3F: 5'-GTT-
GCTGTTCGAAAGCATCTTG-3', RPSI3R: 5’-AATATC-
GAGCCAAACGGTGAA-3', PCR JEFF &5 4::94 C 25 bk
30 5,54 CEM:30 5,72 CHEM 1 min, 230 MFIF; K
RUEIS 72 CHEAR ] min, fRAFT4 CH. PCR P34
FE 2% Bile GRS A TR Ik T o
1.3 SR s 3 &40 BRI2 & & 6 & A

A ] HE 30 ~60 min, —H AR 2 K, 4%
10 min; 2 100% T8 K5 2 70% T8 45 3% 9B 7K ; 3%
0.3%H,0, W EEW , % I T~ & L 30 min, PBS ¥ 3
YT NN 0.05% ~0. 10% 8 A BEH AL 30 min 2 2
h,PBS ¥k 3 Y IEIN 1: 10 1F % /N I3, 2518 F i
B 20 min, FEZRUGE,HIM—40, RHT BRF2 41
R( 1:200 ), BB AN 4 °CvKA 7 PBS ¥ 3 WK, %
=% FITC FRic By L EPT R = H0,1: 200 ), BB &
Py 28I T i E 30 ~ 60 min, PBS Y 3 UG N =4t
( HRP pRic AS AL AR i S8 A i, 12 100 ), IR &N
Z R N ACE 30 ~60 min; PBS Uk 3 WK V1A B T DAB
WA, BT S AR 5 ~ 20 min; B
BE ST o AR T BE L IR TR YL 5
3410 x40 =R ERC 40 A S B0 T 100 4> )WL,
FEL P 20 it e (o S A 3 0, 8 BH PR 40 B o 3 e m
MR E %, el GRS KA O Yt 5155
AHRIE R 0 43 & vk W& T s b 1 o h
HOUHERETEREEN2 a0 RREAE
N3 5y SEBAMEANMIECE 2R Ak P AR i K <



S48 5 BRE2 JEIHE AR AR AL o 22 LI R 2 X 177

10% 4 0 43,10% ~50% K 1 43,51% ~75% K 2
43, >75% M 3 Gy 2 WPESTHIN, 0 ~ 1 43 R B 1
(=), =24 Mtk
1.4 %itsyam

AIMEEME L « + 5 o, >R SPSS13. 0 it
58, R K. P <0.05 8] P <0.01 £/R#E
SEAGIHE L.
2 # R

2.1 BRF2 mRNA £ &SR ML o) A

1A 25 BRF2 mRNA T 1E % &4 41419 RT-
PCR #5455, K 1B & BRF2 mRNA T 45 8R40
Ji 20 470 K% 96 55 4 40 T RT-PCR A I 45 %, BRF2
mRNA 7EIEH 40, 145 Wtk 40 i 20 80 B g 55 4 41
HEAEAE S IA (BN E X Fe T U Y, B4 sk an
Ml ZH 2RI 55 40 24 BRF2 mRNA 193635 7K F-HH i
T IEEEEAHS,

A 1 2 3 4 5

6 7 8 9 10 11

P-actin

El1 RT-PCREMEEREHALAA)REH
A LFEZ AL B ) BRF2 mRNA HIRE
Fig.1 Expression of BRF2 mRNA in normal esophageal
tissues ( A ), esophageal squamous cell carcinoma
and adjacent esophageal cell carcinoma tissues
( B) detected by RT-PCR
1-5: Normal esophageal tissues; 6-8: Esophageal
squamous cell carcinoma tissues; 9-11: Adjacent

esophageal cell carcinoma tissues
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Fig.2 Expression of BRF2 protein in esophageal
squamous cell carcinoma tissues ( x 400 )
A: Negative expression of BRF2 protein in esophageal
squamous cell carcinoma tissues; B: Positive expression
of BRF2 protein in esophageal squamous cell carcinoma
tissues; C: Expression of BRF2 protein in adjacent esophageal
squamous cell carcinoma tissues; D: Expression of BRF2

protein in normal esophageal tissues
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Tab.1 Correlation of BRF2 expression with clinical

pathological features of esophageal squamous cell carcinoma

BRF2 positive

Group N ——— ¥ P
n %
Age (1/a) 0.10 0.75
<60 29 15 51.7
> 60 45 25 55.6
Gender 0.27  0.60
Female 26 13 50.0
Male 48 27 56.2
Smoking 7.41 0.01
No 31 11 35.5
Yes 43 29 67.4
Drinking
No 23 7 30.4  5.28 0.02
Heavy 36 22 6l.1
Differentiation 8.8 0.01
Well 19 6 31.6
Modertate 30 15 50.0
Poor 25 19 76.0
TNM classification 10.67 0.01
I 14 5 35.7
I 23 8 34.8
I 22 16 72.7
\Y 15 11 73.3
Prognosis ( ¢/a) 6.45 0.01
<3 39 27 69.2
=3 33 13 38.2
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