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Expressions of RECK and MMP-9 in endometrial carcinoma and their clinical
significance

LIU Jing-jing, GU Zhen-peng, Yao Li-juan ( Department of Obstetrics and Gynecology, Affiliated Hospital of Binzhou
Medical College, Binzhou 256603, Shandong, China )

[ Abstract ] Objective: To investigate the expressions of reversion-inducing cysteine-rich protein with Kazal motifs
( RECK ) mRNA and matrix metalloproteinase-9 ( MMP-9 ) mRNA in endometrial carcinoma and explore their clinical sig-
nificance. Methods: Forty-two endometrial carcinoma samples were obtained from gynecological surgery in the Affiliated
Hospital of Binzhou Medical University ( Mar. 2009 to Dec. 2010 ). Real-time quantitative PCR was used to assess the
expressions of RECK and MMP-9 mRNA in endometrial carcinoma, and their relationship with clinic pathological features
of endometrial carcinoma was analyzed. Results: The expression level of RECK mRNA was progressively decreased from
the normal to invasive carcinoma ([ 6.30 +0.34 ], [4.29 +0.36 ], [ 0.24 +0.18 ],F =427.35, P <0.05 ), while X]|
MMP-9 mRNA progressively increased ([0.08+0.82],[5.04+0.30],[6.22+0.32],F=1117. 52, P<0.05).
Both expressions of RECK and MMP-9 mRNA were correlated with TNM stage, histological grade and lymph node metasta-
sis of endometrial carcinoma ( P <0.05 ). There existed a significantly negative correlation between the expressions of
RECK mRNA and MMP-9 mRNA in endometrial carcinoma ( r = —=0.832, P <0.01 ). Conclusion: Combined detection
of RECK mRNA and MMP-9 mRNA by quantitative PCR has a certain value for predicting risk of early diagnosis of endo-
metrial carcinoma and precancerous lesions.
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Tab.1 Real-time quantitative PCR primers

Gene Accession number Name Sequence Product size ( bp )

RECK NM_021111. 2 HA137919-F 5'-GCTGGCAATTTGGTGTGCTCTA-3 140
HA137919-R 5'-GGGTAAGTGCGCCCATTCTG-3'

MMP-9 NM_004994. 2 HA129244-F 5'-ACGCACGACGTCTTCCAGTA-3’ 94
HA129244-R 5'-CCACCTGGTTCAACTCACTCC-3’

GAPDH NM_002046. 3 HA067812-F 5'-GCACCGTCAAGGCTGAGAAC-3' 138
HA067812-R 5'-TGGTGAAGACGCCAGTGGA-3’
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Tab.2 Expressions of RECK and MMP-9 mRNA in different endometrial tissues

RECK MMP-9
Group n
- AACT 2788 - AACT 278
Endometrial neoplasms 42 0.24+0.18 1(0.06 -3.89)" 6.22 £0.32 70.52(45.25 -124.94 )"
Endometrial atypical hyperplasia 15 4.29+0.36 16.56( 14.07 -30.15) 5.04+£0.30 31.12(22.01 -42.81)

Normal proliferative phase endometrium 26 6.30 £0.34 66.72(52.07 -125.45)  0.08 +0. 82 1.00(0.17 -2.58 )

" P <0.05 vs normal proliferative phase endometrium
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Tab.3 Relationship of expressions of RECK and MMP-9 mRNA with clinicohistological features of endometrial carcinoma

Clinicopathological RECK MMP-9
feature " “AACT g hact F P ~ AACT o -abe F P
Menses menopausal 29  0.24 +1.04 1(0.24 -3.16) 0.02 >0.05 6.21£0.33 74.3(45.25-123.94) 0.04 >0.05
Non-menopausal 13 0.25=+1.41 1.13(0.30-7.78 ) 6.23+0.30 75.06(55.06 -110.07 )
Grade of differentiation
Well 17 0.93+0.73 4.29(0.61 -7.78) 17.08 <0.05 6.07 £0.34 67.18(45.25-124.94) 5.70 <0.05
Moderate 9 0.22 £1.20 2.62(0.30 -3.16) 6.22 +0.30 74.54(57.28 -102.01)
Poor 16 -1.17+1.20 100.24 -1.65) 6.42+0.21 85.63(61.82-110.07)
Myometrial invasion
Superficial muscle 24 0.46 £1.27 2.31(0.24 -7.78 ) 8.95 <0.05 6.15+0.32 71.01(45.25-110.07) 2.87 >0.05
Deep muscule 18 -0.75+1.27 1(0.30-0.61) 6.32+0.31 79.89(88.76 -110.07 )
Grade of FIGO
I 20 0.62+1.04 3.20(0.30-7.78) 6.22 <0.05 6.07+0.26 67.18(45.25-92.41) 8.91 <0.05
I 12 -0.15+1.13 1.88(0.46 -3.16) 6.22+0.31 74.5(56.28 —124.94 )
m~1wv 10 -1.06 +1. 68 1(0.24 -2.69) 6.51+0.24 91.14(63.01 -110.07)
Lymphatic metastasis
Yes 10 0.45+£1.07 100.24 -2.69) 5.68 <0.05 6.51+0.24 91.14(63.01 -110.07 ) 20.53 <0.05
No 26 0.36x1.16 1.75(0.30 -7.78 ) 6.10+0.25 68.59(45.25-92.41)
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