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partially through an MMP-9-dependent mechanism
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[ Abstract ] Objective: This study aimed to determine the expression of filamin A ( FLNA ) in nasopharyngeal car-
cinoma and evaluate the effect of FLNA overexpression on nasopharyngeal cancer cell proliferation and migration in
vitro. Methods: Fresh nasopharyngeal cancer ( NPC, n =63 ) and non-cancer nasopharyngeal tissue surrounding
but at least 2 c¢m from the tumor proper ( n =21 ) specimens were collected from NPC patients who were treat in the
Department of Pathology in Tangshan Municipal People’ s Hospital between January, 2008 and December, 2008.
The presence and quantity of FLNA protein in these specimens was assessed by immunohistochemistry and Western
blotting analysis. To evaluate the effect of FLNA on NPC cell proliferation and migration in vitro and elucidate the
possible underlying mechanisms, nasopharyngeal cancer CNE2 cells were infected with a lentiviral vector carrying the
human FLNA gene ( pLenti6-FLNA ) or a control lentiviral vector and the cell viability, migration capacity and MMP-
9 protein content of the vector-infected cells were assessed by MTT assay, Transwell assay and Western blotting anal-
ysis respectively. Result: FLNA protein was detected positive in 35. 6% ( 23/63 ) of nasopharyngeal carcinoma
specimens and 66.7% ( 14/21 ) of non-carcinoma specimens ( P <0.05 ). The relative amount of FLNA protein in
nasopharyngeal cancer tissue was significantly lower than in normal nasopharyngeal tissue ( P <0.05 ). The level of

FLNA protein was correlated with T stages, lymph node metastasis, clinic stage and histological grade ( P <0.05 ).
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Overexpression of FLNA resulted in significant decreases in proliferation, migration and invasion, and MMP-9 pro-

tein content CNE2 cells in vitro ( P <0. 05 ). Conclusion: FLNA may be a negative regulator to nasopharyngeal

cancer growth and invasion. This negative effect of FLNA is mediated, at least partially, by an MMP-9-dependent

mechanism.
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El1 FLNA ZBBREAARIEEBEAADHRIE
Fig.1 Expressions of FLNA in nasopharyngeal cancer
tissues and in normal esophageal tissues( SP )

A and B:Nasopharyngeal carcinoma tissues( A x 100,B x400 );
C and D:Normal nasopharyngeal tissues ( C x 100,D x 400 )
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*1 FLNA ZBHEAA[ARIEEBEALAPHRIE
Tab. 1 Expressions of FLNA in nasopharyngeal

cancer tissues and in normal nasopharyngeal tissues

Expression of FLNA

Group N Protein( n ) v p
S H
Normal tissue 21 7 2 5 7 9.277 0.026
Cancer tissue 63 40 9 7 7
Normal nasopharyngeal tissues  Nasopharyngeal cancer tissues

. — — . 1

—[i-actin

E 2 FLNA EEREALAREEBWEALFHRIE
Fig. 2 Expressions of FLNA in nasopharyngeal

cancer tissues and in normal nasopharyngeal tissues

*2 FLNA RZE5BREIRKSEHXR(n)
Tab. 2 Relation between FLNA expression and clinic

characteristics in nasopharyngeal cancer tissues( n )

Expression of FLNA Protein

Group o
AR
Tumor invasion
TI + T2 19 17 3 5.539 0.019
T3 + T4 44 24 20
Lymph node metastasis
NO 16 14 2 5.333 0.021
N1~ N3 47 26 21
Clinic stages
I ~1 15 13 2 4.562 0.033
Im-~wmv 48 27 21
Histological grade
I 11 10 1 4.322 0.038
I~ 52 30 22
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B 3 RT-PCR( A )X Western blotting( B )
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Fig. 3 Expressions of FLNA mRNA and protein
detected by RT-PCR( A ) and Western blotting( B )
* P <0.05 vs LeEmpty
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0.592 +0. 066, LeFLNA 4 Jifg H MMP-9 £ H ik 1Y



+ 530 -

rp [ i A IR T 2k, 2014 4E 10 A ,21(5)
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El4 MTT #&ill FLNA ig3RiA X CNE2 48858 K 2200
Fig. 4 Effect of FLNA overexpression
on CNE2 cells proliferation
* P <0.05 vs the LeEmpty cells
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5 Transwell #ll FLNA i3 &%t CNE2 4058
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Fig. 5 Effect of FLNA overexpression on
CNE2 cells invasion( x 200 )
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Fig. 6 Effect of FLNA overexpression on MMP-9
expression in CNE2 cells
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