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ITEAKEZENHREAB ESRI EF SNP SR ERZEE S BRENXR

AE, R, EEM, R, AR, FE, e (1. FEEHAXSEHEMNBER SHRAFRIR,S B
BT 530021;2. S REAKF AMKEES>FAMFHSET, S & & T 530021)

[ E] A (5] SRV IR A X B e DO AR 2R A2 A 1 3 RI( estrogen receptorl gene, ESRI )EARZ
TR 2 A1 single nucleotide polymorphism, SNP )5 iT#E 8 {5 5 REYERISE R o 7 of + SR FH 91368 REATF 5 A0 BR 0 18 1 B 3R
A HESE RN PCR-RFLP )5 2% WHRZE B 21 AP ke R AR 35 85 ) Je [R]FR AR 1 10 AN 1E 7 X B R R 4136 39 1T ESRT %
PRI 8 43 7 AR AR 5 328 FHAE 2% Logistic [RIEAHT LR 2284 5 IFE & AL SR R 0 56 R, 04 S0 00 45 SR 45 & I R % Ltk AT
Giilepirti. 48 R :(1)2 ESRI LD RIR I 23 A9, I 3 4 B R R AL ABEIEAF AA LAG GG JE IR RUBUR 4 51 K 74.36% (17.
95% M1 7.69% ; T 1= K R RN AA AG GG FEFEBUITR 38 83.53% 11.76% H1 4. 71% 5( 2 ) IR BRI P2 B
T A FF A Hardy-Weinberg S8 3 5( 3)IEH ST HRE RAATE T AG GG 3 AL R SBT3 9 XU 3R 70 5l AA 3L
FIAARAY 0. 218( 95% CI =0.025 ~1.917,P =0. 170 )1 0. 5090 95% CI =0. 049 ~5.260,P =0.571 ), I G A F R AN IR
FHEE AG GG DR 10 B A AR HFF 8 A0 XURS: 3840 1) 2 AA ZE BN RY 0. 298( 95% €1 =0.035 ~2.515,P =0.233 )1 0. 671
(95%CI=0.070 ~6.391,P =0.729 ), = S ¥ TGt X, 87 g B AR D, ESRI KR 153798757 i /5 SNP
LA REIEILL.
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Relationship between estrogen receptor-1 gene single nucleotide polymorphism
and genetic susceptibility in 21 hepatocellular carcinoma families pedigrees of
Zhuang population in Fusui County of Guangxi

Yan Lei',Luo Xiaoling', Kuang Zhipeng', Zhao Ruiqiang’, He Chengcheng', Huang Zheng', Xie Yu’an'( 1. Depart-
ment of Experimental Research, Tumor Hospital Affiliated to Guangxi Medical University, Nanning ,530021, Guangxi,
China; 2. Department of Biochemistry and Molecular Biology, Guangxi Medical University, Nanning 530021, Guangxi,
China )

[ Abstract ] Objective: To investigate the relationship between estrogen receptor 1 gene ( ER-I1 ) single nucleotide poly-
morphism( SNP ) and susceptibility to hepatocellular carcinoma ( HCC ) in liver cancer family pedigrees of Zhuang popula-
tion in Fusui county of Guangxi. Methods: This was a case-control study involving 85 members of 21 HCC high incidence
families and 39 members of 10 normal control families in Fusui County, Guangxi Province. Genotype frequencies and re-
striction fragment length polymorphisms of the ER-I gene were determined by PCR. Correlation between the ER-I gene
polymorphisms and HCC risk was evaluated by non-conditional logistic regression analysis. Results: The frequencies of
genotypes AA, AG, GG among the normal controls and HCC high incidence families was 74.36 vs 83.53% , 17.95 wvs
11.76% , and 7. 69 vs 4.71% , respectively. Age and sex distributions did not differ significantly between the two groups
( P>0.05) and genotype distributions conformed to Hardy-Weinberg equilibrium. In the normal control families, the risk
of HCC for members with AG and GG was 0.218 (95% CI=0.025 -1.917, P =0.170 ) and 0.509 (95% CI =0.049
-5.260, P =0.571 ) times that of members with AA respectively. In the high HCC incidence families, the risk of HCC
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for members with AG and GG was respectively 0.298 (95% CI =0.035 -2.515, P =0.266) and 0.671 (95% CI =
0.070 —=6.391, P =0.729 ) times that of members with AA. Conclusion: There is no correlation between ESR1 gene

rs3798757 polymorphism and susceptibility to HCC in families with high incidence of liver cancer in Fusui County of

Guangxi Province.

[ Key words ] HCC ;estrogen receptorl gene( ESRI ); single nucleotide polymorphism; pedigree; susceptibility
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Fig.1 Identification of PCR product of ESRI gene
M: DNA marker ( DL1000 );Lanesl-5:Normal control families,
719 bp;Lanes 6-10: HCC high incidence families,719 bp
2.2 ESRI AW 13798757 4 & B AR F vy oA
ZASTERFI 3B 1 2 )FIEED I (18] 3 )45 2R

7R, ESRI vs3798757 v i AFAEHF AT A 58 A8 Y
G PRI LN, B A R4l A 7 AA AR 5E 48l
434 285 bp W sk 4541 ; AR RILI A GG ANRERLY)
FEAUA 719 bp — 5555 s ARG T AG AE4a
BT, B 719 bp 434 bp.285 bp =45k, 4
VL] ,3 4.6 .8 VKE WEFAERIAEGS T AA, 1.7 TKiE
RGEAFRIAE AT GG L2 .5 TKiB W R RIEG T AG.
PCR 4lifb 7= Wiy %5 52 25 3 |/ 3) o, 73k T8
QbR SNP 753, Bl A S 3L GG Bl B Ry 5k A Al
AA K CRFERTY AG,

B2 ESRI £ rs3798757 i ;=
Yl 2 S ER A E ik S 4T
Fig.2 Genotyping of the ESRI rs3798757
SNP by agarosegel electrophoresis analysis
M :DNA marker ( DL1000 );Lanes 1 and 7:GG genotype( 719 bp );
Lanes 2 and 5:AG genotype ( 719-,434- and 285 bp );
Lanes 3,4,6 and 8:AA genotype ( 434- and 285 bp )
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Fig. 3 A part of the nucleotide sequences of
the ESRI rs3798757 SNP
A :GG genotype; B: AA genotype; C: AG genotype
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Tab.1 Comparison of the genotype frequencies of the ESRI rs3798757 SNP between
the HCC high incidence families population and normal control families
Normal control families( N =39 ) HCC high incidence families ( N =85 )
Genotype X P X P
Actual value Expected value Actual value Expected value
AA 29(74.36 ) 27.1(69.49 ) 71(83.53) 70.9( 80.57 )
AG 7(17.95) 10.8(27.69 ) 2.014  0.365 10( 11.76) 16.1(18.29) 3.380  0.184
GG 3(7.69) 1.1(2.82) 4(4.71) 1.0(1.14)

2.5 ESRI B rs3798757 4= & A WA 5 B % HCC

EHZARER I AL AG . GG B HH 243 )
9 74.36% 17.95% 7. 69% ; AT 98 5% 2 v i i
JEP D AA BN 95, 24% , FEH B AG HiR Ky
4.76% , 7o GG A RIHER 3 5 I K & b AR I &
FHH AL AA L AG, GG A 4351 S~ 79. 69% .
14.06% 6.25% . 25741, IEH X R ANHE AG. GG

xR2

FERAAR KA HCC BB 2653 il 02 AA S5 PR 7
AMARY 0.218(95% CI 73 0.025 ~1.917,P =0.170 )
H10.509(95% CI 3 0.049 ~5.260,P =0.571 ); JiT
FERFZ PR S AG GG R A& % 4= HCC
(A IRURSE: 73l 2 AA 56 I BSAS AR 1) 0. 298( 95% CT R
0.035 ~2.515,P =0.266 ).0.671( 95% CI 3 0. 070
~6.391,P=0.729 ), Z5 L5 it=EX(P>0.05,
#2),

ESRI £ rs3798757 fim EEE 5 HCC MERXE nl % )]

Tab.2 Risk evaluation of the ESRI rs3798757 genotype on the development of HCC [ n( % ) ]

Patients of Normal control

Non-patients of

Genotype N N OR( 95% CI )™ N OR( 95% CI )®
HCC families families HCC families
AA 20(95.24) 29( 74.36) 1 51(79.69) 1
AG 1(4.76) 7(17.95) 0.218(0.025 ~1.917 )~ 9( 14.06 ) 0.298( 0.035 ~2.515 )%
GG 0 3(7.69) 0.509( 0.049 ~5.260)7 4(6.25) 0.671(0.070 ~6.391 )"

(D AG/AA,2 P=0.170;GG/AA,Y P=0.571;(2 AG/AA,%*P=0.266;GG/AA,YYP=0.729
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