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[ Abstract ] MicoRNAs ( miRNAs ) are small non-coding RNA molecules of approximately 22 nucleotides in length, en-
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dogenously present in humans, animals, plants, and some viruses, which function as post-transcriptional regulators in nu-
merous biological processes. MiRNAs can be either oncogenic or anti-oncogenic. Aberrant miRNA expression is the hall-
marks of cancer and thus miRNA profiling may help monitor tumor growth and progression. Accumulating evidence suggest
that circulating miRNAs, stably expressed in human peripheral blood, can accurately reflect the status of cancer, thus
having great potential to serve as novel diagnostic and/or prognostic biomarkers for cancer. Conventionally, miRNA detec-
tion mainly involves Northern blotting, microarray, qRT-PCR, and lately next-generation sequencing. In recent years,
significant improvement has been made in miRNA-based therapeutic strategies including miRNA mimicking and lipido-
some-mediated miRNA delivery. However, some technological difficulties remain, which has restricted the wider applica-

tion of these strategies in clinics. It is highly anticipated that miRNAs will play more significant roles in cancer diagnose

and treatment in clinics when these difficulties are well managed.
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L -KIT F ETVI BYFGAK  fet B ke

JiseE BAT - R AL, ol Rk 3 A A
5 R RKAMEE S HPTA R T R 9 5 AE
1 5 I A B BTSRRI S R R e AR
W BRI E VAN 272 | g A1 14 1 98 i D K F e
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miRNA-124 LLJ5 STAT3 38 #0114 ik & R A1, 2F 1
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BOAAR 238, D855 NK 4 A X i 988 200 A 1% 40 7t 5 23

i3 Al L B Y R R R AR K F) miRNA
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B, HAnm ] miRNA-122 (235 LU 55 HCV % 2
(9 RNA 1EPE, e R BRAR T TR 00 s L ey
M miRNA 1/ T3 RNA( small interfering RNA,
siRNA A B UMRNGYT g o 78— IR S ko v
TE siRNA A3 T ULER T 3L EphA2 H9FRIKJE , I
S A K S B 223K G 1] miRNA-520d-3p 1,
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miRNA 7€ IR (0 o e kil vh & ¥ T 2 42 H B 21
YER 3BT JH 45 miRNA 11938 15 7K 1l 1 % f 12 400 i
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