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Expression and clinical significance of connective tissue growth factor in ovarian
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[ Abstract ] Objective:To investigate the expression and clinical significance of connective tissue growth factor ( CTGF ) in
ovarian cancer. Methods: The expression levels of CTGF in 20 cases of normal ovarian tissues,30 cases of benign ovarian
tumor tissues and 105 cases of ovarian cancer tissues were examined by RT-PCR and immunohistochemical staining, and the
correlation between CTGF expression and clinicopathological significance of ovarian cancer was analyzed. Results: The posi-
tive rate of CTGF expression in normal ovarian tissues, benign ovarian tumor tissues and ovarian cancer tissues were 95.00%
(19/20),93.33%( 28/30 ) and 53.33%( 56/105 )respectively; the positive rate of CTGF in ovarian cancer tissues was sig-
nificantly lower than that of normal ovarian tissues( )(2 =12.15, P =0.00) and benign ovarian tumor tissues( )(2 =15.88,
P =0.00 ); there was no significant difference in the positive rate between normal ovarian tissues and benign ovarian tumor
tissues( y* =15.88, P =0.00). The CTGF mRNA expression in ovarian cancer tissue was lower than that in normal ovarian
tissue and benign ovarian tumor tissue showed by RT-PCR ( F =3.39,P =0.039 ). Data was processed by y” analysis, and
the results showed that the expression of CTGF was correlated with clinical stages, lymph node metastasis( P <0.05 ), but
not correlated with age, pathologic type ,pathologic grade and positive rate of ascites tumor cells ( P >0.05 ). Conclusion:
CTGF was low expressed in overian cancer tissues and correlate with the occurrence and progression of ovarian cancer.
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El1 RT-PCR #illl CTGF mRNA HRiA
Fig. 1 CTGF mRNA expression examined by RT-PCR
M:2 000 bp DNA marker;1:Normal ovarian
epithelium;3 : Ovarian serous cystadenoma;

5:Ovarian serous cystadenocarcinoma;2,4,6: GAPDH
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GoE ALK M CTGF 7E B9 59 rp 6 3k B b,
CTGFPHPESS FE A i % rp 308 €0 i 35 4 o (0 SR
(F2), 51EH U H4141( 95.00% ,19/20 ) K145
i hIRIZH41( 93. 33% ,28/30 )AH FL BN EL9 CTGF %
iKF4(53.33% ,56/105 ) W FEAL, 2 R A FIT#E
Xy =12.15,4> =15.88,P <0.05 ), IEW IS
R RS I 4 S U L e g2 Ly =0.05,
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2 CTGF EAENEEHRHRIE
( Envision —&B& %, x200 )

Fig. 2 Expression of CTGF protein in overain cancer

tissues by immunohistochemistry( Envision two-
step staining method, x200 )
A :Normal ovarian epithelium; B: Ovarian serous cystadenoma;

C:Low differentiated ovarian serous cystadenocarcinoma | period;

D:Low differentiated ovarian serous cystadenocarcinoma Ill period
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Tab. 1 Correlation between CTGF expression and

clinicopathological characteristics of ovarian canced n( % ) ]

Expression

Variables N £ CICE % P
Age( t/a) 105 56(53.33)
<55 48 31(64.58) 7.56  0.326
=55 57 25(43.85)
FIGO stage
[ and II 39 19(48.71) 5.31  0.021
Il and IV 99  47(71.21)
Pathologic type
Serous 81 39(48.14) 6.79  0.267
Mucinous 15 11(73.33)
Clear cell 7 5(71.42)
Endometrioid 2 1(50.00)
Pathologic grade
Gl 30 15(50.00) 12.16  0.412
G2-G3 75 41(54.66)
Lymph node metastasis
No 48 20(41.66) 4.83  0.028
Yes 57 36(63.15)
Peritoneal cytology
Positive 47 23(48.93) 0.66  0.495
Negative 58 33(56.89)
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