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Expressions of melanoma associated antigen-As in tissues of esophageal squamous
cell carcinoma and gastric cardiac adenocarcinoma and its clinical significance

GU Lina', SANG Meixiang”, YIN Danjing', LIU Fei", LIU Shina’, HUANG Weina’, FAN Xiaojie*, LIAN Yishui®,
SHAN Baoen""( a. Center of Scientific Research; b. Department of Immunology, Institute of Tumor Research; c. Depart-
ment of Pathology, Fourth Hospital of Hebei Medical University, Shijiazhuang 050011, Hebei, China )

[ Abstract ] Objective: To investigate the expressions of melanoma antigen ( MAGE )-As in esophageal squamous cell
carcinoma ( ESCC ) and gastric cardia adenocarcioma ( GCA ), and to explore its correlation with clinical biological indica-
tors and the prognosis in patients with ESCC and GCA. Methods: Cancerous ( n =60 ) tissue samples and corresponding
normal ( n =60 ) adjacent tissues with normal morphology that 5 cm away from the lesions were collected from 60 patients
with ESCC or GCA, who were surgically treated in Fourth Hospital of Hebei Medical University between September and
November of 2010. In the meanwhile, testicular tissues ( n =5 ) were collected from Men with prostate cancer as the posi-
tive control. Immunohistochemical staining was performed to assess the expressions of MAGE-As in carcinoma tissues and
adjacent normal tissues. Results: The expression rates of MAGE-As protein in the tissues from ESCC and GCA were
68.33% (41/60 ) and 58.33% ( 35/60 ) respectively, but it was not expressed in adjacent normal tissues. No correlation
was found between MAGE-As protein expression and the age, gender, histological grade, clinical stage, tumor size,
lymph node metastasis in patients with esophageal squamous cell carcinomas ( P >0.05 ). MAGE-As protein expression
was not correlated to the gender, age, clinical stage, tumor size, lymph node metastasis in patients with gastric cardia ad-

enocarciomas ( P >0.05 ), but positively related to the histological grade ( P <0.05 ). Log-rank test showed that the sur-
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vival time of ESCC patient ( P =0.036 ) and GCA patients ( P =0.045 ) with positive MAGE-As expression were signifi-

cantly lower than those of the patients with negative expressions. Conclusion: MAGE-As proteins are the ESCC and GCA

associated antigen. It may be regarded as a potential diagnostic and prognostic index in clinical settings.
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Fig.1 Structure of the MAGE-A1 ( 6C1 ) proteins and com-

mon components of proteins encoded by its related-gene
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Fig.2 Expression of MAGE-As in human ESCC and para-
carcinoma tissues by immunohistochemic assay ( x400 )

A: ESCC tissues; B: Para-carcinoma tissues
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Fig.3 Expression of MAGE-As in human GCA tissues and
para-carcinoma tissues by immunohistochemic assay ( x 400 )

A: GCA tissues; B: Para-carcinoma tissues
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Tab. 1 Expression rates of MAGE-As in ESCC and GCA tissues detected by immunohistochemic assay ( n[ % ])

Group N ESCC GCA X P
Carcinoma tissues 60 41(68.33) 35(58.33) 1.292 0.256
Para-carcinoma tissues 60 0
X2 62.278 49.412
P 0. 000 0. 000
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Tab.2 Relationship between positive expressions of MAGE-As in GCA and ESCC tissues
and clinciopathological features of the patients with GCA and ESCC ( n )
ESCC GCA
Feature N —— ¥ P N ——— ¥ P
(-)C+) (-) C+)
Gender 2.696 0.101 1.288 0.256
Men 35 14 21 46 21 25
Women 25 5 20 14 4 10
Age (t/a) 0.432 0.511 0.765 0.382
<60 31 11 20 28 10 18
=60 29 8 21 32 15 17
Histological grade 5.586 0.061 14.439 0.001
I 10 3 7 12 10 2
I} 29 13 16 28 12 16
] 21 3 18 20 3 17
Clincail stage 4.936 0.085 0.931 0.628
I 15 8 7 14 7 7
I} 33 7 26 28 12 16
I} 12 4 8 18 6 12
Tunmor size( V/cm’ ) 5.511 0.064 2.140 0.343
<2 8 5 3 10 6 4
>2 and <5 15 6 9 18 8 10
>5 37 8 29 32 11 21
Metastatic state of lymph node 2.080 0. 149 0.623 0.430
Yes 15 7 8 16 8 8
No 45 12 33 44 17 27
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Fig.4 Relationship between expression of MAGE-As protein and overall survival
rate in the patients with ESCC and GCA ( Kaplan-Meier curve )
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