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Expression of AFAP1-AS1 which belongs to IncRNA in gastric carcinoma tissues
and its clinical significance
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[ Abstract ] Objective: To explore expression of actin filament-associated protein 1-antisense RNA1 ( AFAP1-AS1 ),
long non-coding RNA ( IncRNA ), in the gastric carcinoma tissues and its clinical significance. Methods: Using real-time
PCR assay, expressions of AFAP1-AS1 in 274 cases of gastric carcinoma tissues and their corresponding adjacent normal
gastric tissues which collected from the patients with gastric carcinoma who were hospitalized in the 2" People Hospital of
Yichang City and Renhe Hospital of Sanxia University for operative treatment during January 2010 to December 2014 were
detected. And relationship between the expression of AFAP1-AS1 and clinicopathological features of the patients with gas-
tric carcinoma was analyzed. Results: Expression of AFAP1-AS] in the gastric carcinoma tissue was obviously higher than
that in the adjaceut normal gastric tissues. Mean expression amount of AFAP1-ASI in the early gastric carcinoma tissue
was significantly lower than that in the advanced gastric carcinoma tissue ( P <0.01 ). Among the gastric carcinoma tis-
sues of various pathological types, expression amounts of AFAP1-AS1 were not significantly different ( P >0.05 ). Expres-
sion amounts of AFAP1-AS1 were closely correlated with lymphatic invasion and distant metastasis of the gastric carcino-
ma. Expression amounts of AFAP1-AS] in the gastric carcinoma tissue with local invasion and distant metastasis were ob-
viously higher than those in the gastric carcinoma tissues without local invasion and distant metastasis ( P <0.05 ). Con-
clusion: AFAP1-AS1 could be an important regulatory factor in the gastric carcinogenesis and development. It could be
expected to become a novel marker for judging prognosis of the gastric carcinoma and used for clinical diagnosis and prog-

nosis evaluation of the gastric carcinoma.
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Fig.1 High expression of AFAP1-AS1

in the gastric cancer tissue
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Fig.2 Expressions of AFAP1-AS1 in the advanced

and early gastric cancer tissues
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Fig.3 Expressions of AFAP1-AS1 in the gastric
cancer tissues with local invasion and/or metastasis,

and without local invasion and/or metastasis
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Tab.1 Correlation between expression of AFAP1-AS1 and pathological

characteristics of the patients with gsatric carcinoma ( n )

Expression of AFAP1-AS1

Clinical features N X P
High Low
Number of cases 274 73 201
Age 0.000 0.991
>55 165 44 121
<55 109 29 80
Sex 0. 140 0.708
Male 145 40 105
Female 129 33 96
Tumor sizes( d/cm ) 4.860 0.027
>2 cm 197 82 115
<2 cm 77 21 56
Pathologic type 1.467 0.832
Papillary adenocarcinoma 87 23 64
Tubular adenocarcinoma 69 18 51
Poorly differentiated adenocarcinoma 34 9 25
Mucinous adenocarcinoma 37 11 26
Ring cell carcinoma 33 12 21
Stage 11.442 0.001
Early 118 46 72
Advanced 156 93 63
Distant or lymph node metastasis 13.827 0.000
Positive 114 73 41
Negative 160 66 94
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