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Biomarkers of lung carcinoma for evalution of the immunocytotherapy selected
by solid phase antibody chip against multiple factors

LIANG Luhua', CHU Tingguang’, LI Donglin', WANG Siliang’, LI Wenxin’, XIANG Rongwu'( 1. Department of
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[ Abstract ] Objective: Applying solid phase antibody chip against multiple factors to screen serum marker proteins of
the patients with lung carcinoma who were treated by immunocytotherapy as clinical diagnosis index and to establish an
evaluation model for clinical efficacy of the patients with lung carcinoma. Methods: Using Proteome Profiler" solid phase
antibody chip against multiple factors and Image J software to analyze gray scale/optical density of the serum marker pro-
teins from 5 patients with advanced lung carcinoma, 5 patients with improved lung carcinoma and 10 healthy individuals.
The protein gray values obtained were analyzed by SPSS software, and Fisher model for evaluation of clinical efficacy of the
patients with lung carcinoma was established. Results: Analyzing and comparing the common marker proteins among the
patients with advanced lung carcinoma, the patients with improved lung carcinoma and the healthy individuals, 8 proteins
that are dipeptidyl peptidase IV, growth hormone, IL-4, myeloperoxidase, osteopontin, receptor of advanced glycation

endproducts, TNF-a., and urokinase type plasminogen activator receptor with significant difference ( P < 0. 05 ) were
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obtained. Clustering and analyzing data for all of the patients and the healthy individuals in the experiment found that the

8 proteins can very well distinguish the patients with advanced lung carcinoma from the patients with improved lung carci-

noma and the healthy individuals. The Fisher model for lung carcinoma was confirmed. Conclusion: The solid phase anti-

body chip against multiple factors and optimal statistical methods could screen out the serum protein biomarkers related to

occurrence , development and efficacy of lung carcinoma, which could establish a certain basis of clinical trail for resear-

ches on the mechanism of lung carcinogenesis as well as clinical diagnosis and treatment of the lung carcinoma. It could

play an important guiding role in the individualized treatment of the lung carcinoma.
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Fig.1 Averages of common differential proteins in

the normal, pejoration-t3 and effective-t3 groups
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Tab.1 95% confidence intervals of average for common difference proteins
in the normal, pejoration-t3 and effective-t3 groups
Protein Normal group 95% CI Pejoration-t3 95% CI Effective-t3 95% CI
DPPIV 232.642 6-257.860 6 152.125 6-215.324 8 249.736 1-253.380 5
Growth hormone 32.597 9-47.247 8 50.077 8-101.277 2 35.463 6-43.523 4
1L4 33.181 7-45.514 1 30.702 6-33.734 6 32.641 4-44.332 8
Myeloperoxidase 34.220 2-44.161 6 31.088 8-33.096 2 42.452 0-84.405 4
Osteopontin 72.493 5-104.713 1 67.067 8-76.864 6 47.290 2-89.020 4
RAGE 37.038 3-50.180 3 32.788 4-38.444 2 38.126 547.321 7
TNF-« 33.880 2-42.894 7 31.552 3-34.245 3 35.528 1-42.064 9
uPAR 42.227 1-60.999 4 67.205 2-88.389 8 51.813 7-72.537 7
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Fig.2 Images of 95% confidence interval of average
for common difference proteins in the normal,

pejoration-t3 and effective-t3 groups
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Fig.3 Cluster analysis diagram of 19 individuals in the

normal, pejoration-t3 and effective-t3 groups
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