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Expression of IncRNA AC007009. 1 in tissues of non-small cell lung cancer and
its clinical significance

CHENG Xu',YU Ling", TANG Bo’, WANG Yong'( a. Department of Pathology, b. Department of Thoracic surgery,
the 4" People’ s Hospital of Zigong, Zigong 643000, Sichuan China )

[ Abstract ] Objective:To investigate the expression and clinical significance of IncRNA AC007009. 1 in tissue samples
of non-small cell lung cancer ( NSCLC ). Methods: The expression of IncRNA AC007009. 1 in 105 NSCLC tissue sam-
ples, 72 adjacent normal tissue samples and 33 normal tissue samples was detected by qRT-PCR method; and the relation-
ship between IncRNA AC007009. 1 expression and clinical pathological characteristics of NSCLC was analyzed; in addi-
tion, the correlation between IncRNAAC007009. 1 expression and the OS and PFS of NSCLC patients was also analyzed.
Results: Expression of IncRNAAC007009. 1 was significantly increased in tumor tissues than that in noncancerous tissues
(5.30+1.96 vs 1.01 £0.33, 0.99 £0.29,P <0.01 ). AC007009. 1 expression was positively correlated with disease
stage , distant metastasis , pathological type and survival status ( P <0.05 ); Moreover, the OS and PFS of patients with
high IncRNAAC007009. 1 expression were significantly shorter than the patients with low expression ( P <0.01 ). Cox
multivariate analysis also indicated that IncRNAAC007009. 1 expression, disease stage, distant metastasis were the inde-
pendent prognostic markers for NSCLC ( all P <0.05). Conclusion: LncRNA AC007009. 1 is involved in the develop-
ment of NSCLC, and can be used as a molecular marker for the diagnosis and prognosis of non-small cell lung cancer.
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E6 HF U4 H o1& 0N R Bt T AR A 1 5 Ay
SEYIRAR Y 72 4] NSCLC & % 9kt i 55 41 41,
33 BV I B SR H SRR CT 51 R %
FE AR AS 33 il it 8 5 0 1F R Il 2 2L 3 45
ol it PRI S B I S0 S8 TR BRI 101 L e
IS ARA T AT Ko 255G Yy . B — ik
TRIILER 1. 429 105 ) 8 55 0 B Js S B U7, B U5
D5 RO TRV 12 W7, B U7 P 2 46—
B0 i PRAEIR B SR 2Ky . B TR 50 TR B0
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TRIzol 14 H 3¢ [ Invitrogen 2 F], AMV 38 §% 5%
K57 & [ 25 E TaKaRa 23 7], IncRNA AC007009. 1
J GAPDH 5975130 [ K B A A
1.3 SR A& ZE PCR # 0 NSCLC 4148 ¥ In-
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SIYIHEE 0.4 umol/L, 15 wl IR RIEATY 18 AR

FEABEE 3 I FA7HE, L) GAPDH 15 NS I GAPDH
WS M 5'-GGTGAAGGTCGGAGT CAACG-3', F
W51 ¥ M 5-CCATGTAGTTGAGGTCAATGAAG-3" ),
PCR W 7E SE 96 6 5 B PCR [ Wi AY B #8497, PCR
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2.3  LncRNA AC007009. 1 # %k ik 5 & % 0S #=
PFS #8%
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Tab.1 The relationship between IncRNA AC007009. 1

expression level and pathological characteristics of

NSCLC patients [ n( % ) ]

LncRNA AC007009. 1

Feature X P
High Low

Total 64( 60.95) 41(39.05)

Age( t/a) 0.675 0.411
<55 26(24.76 ) 20( 19.05 )
=55 38(36.19 ) 21(20.00 )

Gender 1.080 0.299
Male 34(32.38) 26(24.76 )
Female 30(28.57) 15( 14.29)

Differentiation 11.040 <0.01
Well 24(22.86) 29(27.62)
Poor 40(38.10) 12(11.43)

Tumor size( d/cm )
=3
<3

Disease stage
I
I
1T
v

Lymph node metastasis
Yes
No

Distant metastasis
Yes
No

Smoking
Yes
No

Pathological
Adenocarcinoma
Squamous carcinoma
Other

Survival status
Survival

Death

3.205 0.073
41(39.05) 19( 18.10)
23(21.90) 22(20.95)

19.881 <0.01
5(4.76) 12(11.43)
12(11.43) 16( 15.24)
19(18.10) 8(7.62)
28(26.67) 5(4.76)

11.205 <0.01
50(47.62) 19( 18.10)
14( 13.33) 22(20.95)

8.804 <0.01
27(25.71) 6(5.71)
37(35.24) 35(33.33)

0.027 0.870
38(36.19) 25(23.81)
26(24.76) 16( 15.24)

4.257 0.119
44(42.31) 20(19.48)
15(14.29 ) 15(14.29)
5(4.76) 6(5.71)

29.938 <0.01
25(23.81) 38(36.19)
39(37.14) 3(2.86)
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T

IncRNA K& 200 % H R B, HA
YL T K LR B T RE . B H AT R
10 000 4 KAk S RNA # & 3, SR 17, AUA A
F 1% (B RE 101, IncRNA 455 2235 5 g (1
R B 56, Ok AR Z (9 IEHE R W] IncRNA 2 5
NSCLC ) % 2 & JBo A5 " % B, LncRNAIn-
cRNAH19 R 35 fii 98 40 M X R B HE , T4 Sk il
Ji g PO TS i AE bR . LncRNAIncRNA RM-
RP i@ i3 #1 # miR-206 ()2 ik, 2 U il KRAS,
FMNIL2 J SOX9 ik /; LncRNAIncRNA-LET 1]
I R 98 A0 M B A K e b R fa) R AR L
cRNAIncRNA MEG3 7 i I Bz 4] J57 e Ak 1) e W ist
et b R EEH B EEMEM " LI In-
cRNA-HIT 5@ /E T ZEB1 {23 NSCLC f9iE R Fil
12285 LncRNAIncRNA-SNHG7 A i 34 i 987 41 Jfd %)
BB ST FIAZ 22, M 40 M R 0E T2 5. MALATI
AR SRy 300 il B s A T 18— A 57 0 e s
P, HOTAIR 7E NSCLC FEAS s 323k 5 B 10
BUFHIR ", CCAT2 Bl & B2 — i B e S 1
LncRNAIncRNA' ', GAS5 7E NSCLC £H 41Uk &
ik, NSCLC M — s W tREw ' #F
8 1 9, IncRNA AC007009. 1 7E NSCLC 2H 4 4%
AR R IR B OE H i 40 2L B 14 R, $2 R IncRNA
AC007009. 1 AT g5 NSCLC A9 & A K A, A
FEIE I AL 105 i1l PR %R 58 B4 ) NSCLC 4141
72 RS L LR A Y IneRNA AC007009. 1 %3k,
MRS BB I AR BLARRAE S TS I C &R L 45
AT, IncRNA ACO07009. 1 75 fili i 2H 23 Hh 1) 2 3%
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55 B ARSI R s R /N b e 2 R
B oA TE G, 580 43 A G b i B e B2 R
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IR W 4 8 5 Cox 22 IR 2 [nl I A5 80 43 BT 42 /R In-
cRNA AC007009. 1 335 bk L Bz b 55 B K Iife PR

312 NSCLC fh Sy i il 5 IR 2 . DL BB oE 45 2 42
7, IncRNA AC007009. 1 251845 NSCLC iy k4%
J& , ATAE TR RS NSCLC 2 Wi RS PEAR B9 2 F b
EW. {H IncRNA AC007009. 1 7EJE 75 NSCLC HiJ5
R AR L & 2 5 005538 1%, s if— 2
Oy T IR R IRBIESE

A B .. High LneRNA Ac007009.1 (r=64)
100 a.. High LncRNA Ac007009.1 (1r=64) 100 —= Low LncRNA ACO07009.1 {rr=41)
= 80 == Low LncRNA ACO0T009.1 {1=41) .%. 80 ,
= o 1 5 60f :
£ aof g 40
@ 20 ; - 20
| 7=69940. pon iz . o Lz=401 P Yaa
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1 LncRNA AC007009.1 #I5Ri%5 NSCLC £#& OS( A )% PFS( B JHIX &
Fig.1 The relationship between IncRNA AC007009.1 expression and the overall
survival time ( OS, A ) and progress free survival time ( PFS, B ) in NSCLC patients
F2 IGKRHHEX NSCLC EEFERMNEEREEESH
Tab.2 Univariate and multivariate analyses of prognostic factors for NSCLC patients
Univariate analysis Multivariate analysis
Clinical feature
HR 95% CI P HR 95% CI P
Age( t/a ) =55 vs <55) 1.003 0.605~1.650 0.134 1.002 0.593 ~1.658 0.189
Gender( male vs female ) 1.100 0.385~1.276 0.240 1.087 0.490 ~1.730 0.160
Disease stage( Il ~IV vs [ ~ 1) 5.079 2.820~8.980 <0.01 4.150 2.630~7.870 <0.01
Lymph node metastasis( Yes vs No ) 2.007 1.880~4.710 <0.01 1.740 1.490~3.860 <0.05
Distant metastasis( Yes vs No ) 3.790 1.870~9.950 <0.01 2.509 1.390~5.250 <0.01
Differentiation( Well vs Poor ) 0.720 0.430~1.470 0.098 0.470 0.750 ~1.550 0.109
Pathological( Adenocarcinoma s 1.410 0.830~2.360 0.190 1.350 0.890 ~1.910 0.106
Squamous carcinoma or Others )
Smoking( Yes vs No ) 1.260 0.740 ~1.620 0.090 1.190 0.560 ~1.080 0.420
LncRNA AC007009. 1( High vs Low ) 7.220 4.030 ~14.470 <0.01 4.050 2.530 ~ -8.560 <0.01

[ &
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HR: Hazard ratio
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