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Effect of IncRNA XLOC 005009 on biological properties of esophageal cancer cell
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GUO Wei (The 4" Hospital of Hebei Medical University and Hebei Tumor Institute, Shijiazhuang 050011, Hebei,
China)

[Abstract] Objective: To explore effect of long non coding RNA (IonRNA) of XLOC 005009 gene on biological
properties, proliferation, migration, invasion, cell cycle and apoptosis in vitro, of esophageal cancer cell. Methods:
The surgically resected cancer and para-cancerous tissues of 25 patients with esophageal cancer who hospitalized in
the Tumor Institute of the 4" Hospital of Hebei Medical University during 2015 to 2016 were collected. Expressions
of XLOC 005009 gene in human esophageal cancer Ecal09 and Kysel70 line cells, the esophageal cancer and para-
cancerous tissues were detected by RT-PCR. pcDNA3.1- XLOC 005009 over-expression plasmid was structured
and transfected into the Ecal09 and Kyse170 cells. MTS , colony forming, scratching, Transwell chamber and flow
cytometry assays were used respectively to check proliferation, cloning efficiency, migration, invasion, cell cycle
and apoptosis of the cells, before and after transfection of the over-expression plasmid. Results: Expression of
XLOC 005009 mRNA in the esophageal cancer tissue was obviously lower than that in the para-cancerous normal
tissue (0.06£0.06 vs 0.21£0.19, P<<0.05), and expressions of XLOC 005009 mRNA in the esophageal cancer cells
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were all lower than that in the control group. In the Ecal09 and Kysel70 cells transfected with the over-expression
plasmid, expressions of XLOC 005009 gene were higher than those in the control groups (Ecal09 cell: 039+0.17 vs
0.02+0.00; Kyse170 cell: 0.35+0.08 vs 0.01+0.01, all P<<0.05). And comparing with the control group, proliferation
abilities of the Ecal09 and Kysel70 cells with over-expression of XLOC 005009 gene were significantly weakened
(P<0.05), their cloning efficiency evidently reduced, transmembrane cell numbers of the cells remarkably decreased
(Ecal09 cell: 146.40+34.47 vs 193.00£26.33; Kysel170 cell:157.80+32.51 vs 269.00+£29.89, all P<0.05), migration
efficiency of the Ecal09 cell didn’t markly change, but that of the Kyse170 cell obviously reduced; S phase cell ra-
tio of the cells increased; effecting on apoptosis of the cells was not obvious. Conclusion: Low- expression of

XLOC 005009 might be closely related to occurrence and development of the esophageal cancer. Over-expression

of XLOC 005009 could inhibit proliferation, invasion and migration in vitro of the esophageal cancer cells.

[Key words] esophageal squamous cell carcinoma; XLOC 005009 gene; long non coding RNA (IncRNA)
[Chin J Cancer Biother, 2017, 24(7): 700-707. DOI:10.3872/j.issn.1007-385X.2017.07.002]
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Tab.1 Primer sequences and product size of Real time-PCR for XLOC 005009

Gene Primer sequence

Product size (bp)

F:5-GATGTAGCGAACCAGCAG-3'

XLOC 005009

329

R:5'-AACGAACGAACGAACGAA-3’
GAPDH F: 5'- AGGTGAAGGTCGGAGTCAACG-3'
R: 5'- AGGGGTCATTGATGGCAACA-3'
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"P<0.05 vs Pools
C(1-3): ESCC tissues; N( 1-4) : corresponding noncancerous

tissues; A: mRNA expression images in tissues; B: mRNA
expression images in cell lines, 1:TE1; 2:TE13; 3: T.Tn;
4: Yes-2; 5: Ecal09; 6: Kysel70; 7: Pools;
C: Statistical results of mRNA expression in cell lines
1 XLOC 005009 B F fELH A R MR HIRIE
Fig. 1 Expression of XLOC 005009 gene in tissues

and the cell lines
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"P<0.05 vs Ecal09, Kyse170, Empty plasmid group, Empty reagent group;
1: Ecal09/Kysel70; 2: Empty plasmid group; 3: Empty reagent group; 4: Experimental group; 5: Pools of nomal tissues
A: mRNA expression images of the Ecal09 cell. B: Statistical results of mRNA expression of the Ecal09 cell.
C: mRNA expression images of the Kyse170 cell. D: Statistical results of mRNA expression of the Kyse170 cell
2 %A Ecal09 4R K Kysel70 48 XLOC 005009 EE FIFRIA
Fig.2 Expressions of XLOC 005009 gene in the Ecal09 and the Kyse170 cells of the various groups
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"P<0.05 vs Ecal09, Kyse170, Empty plasmid group, Empty reagent group
A, C: Statistical results of MTS of the Ecal09 cell; B, D: Statistical results of MTS of the Kyse170 cell.
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Fig.3 The results of prolilferation abilities of the Eca190 and the Kysel70 cells in the various groups
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Ecal09 Empty plasm1d group Empty reagent group  Experimental group

Kysel70 Empty plasmid group ~ Empty reagent group ~ Experimental group

A: Cell clone images of the Ecal09 cell; B: Cell clone images of the Kysel70 cell
El4 &4H Ecal09 F1 Kysel70 4000 52 1 2 A SCI0 45 52

Fig. 4 The results of clone formation experiment of the Ecs109 and the Kysel70 cells in the various groups

F.ca109

Empty plnsmld

Emplymgent

Expcnmznlnl

Empty plasmid
group

Kysel70

A: The Ecal09 cell; B: The Kysel70 cell
[El5 #&4H Ecal09 F Kysel70 0B8R SE36 45 5(x100)
Fig. 5 The results of scratching exprement of the Ecal09 and the Kysel70 cells in the various groups(x100)
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FE L R 4 5 77 4 e N T I P 4 i i %2
S FE (P> 0.05).
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G2/M A B & B9 5 3 A B 2 o503, S S it i o L
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i 7 53 2 3% (P<0.05) o



"P<0.05 vs Kysel70 group
A: Statistical results of cell cycle of the Ecal09 cell;

B: Statistical results of cell cycle of the Kysel70 cell
El7 XLOC_ 005009 £F 3 Fixx R EREAMERNR
Fig. 7 The effect of XLOC_005009 gene overexpression on

cell cycle of the esophageal cancer cells
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A: the Ecal09 cell; B: the Kyse170 cell
6 %A Ecal09 #0 Kysel70 ZHAf Transwell SE36 25 58 (x200)
Fig. 6 The results of Transwell assays of the Ecal09 and the Kyse170 cells in the various groups(x200)
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