T [ s AE AT 458 hitp://www.biother.org

-+ 884 - Chin J Cancer Biother, Aug. 2017, Vol. 24, No. 8
DOI:10.3872/j.issn.1007-385x.2017.08.012 - ﬁ\zﬂ- ;G .

IncRNA NCRNA00173 ZE B AEBHA F R FRIAR EIGKE X
FEEE RN, GXRENNEEFHFE O EARER MBS, @) &4 610072)

[ ZE] 8 : #1T IncRNA NCRNA00173 751 PRI AL 41 b ik S SR PR 85 3. 7 e 383 S i 2% 0k 52 & PCR K 1-
ncRNA NCRNAO00173 £ 54 4 & IR 2 2R J g 55 AR AR A (IR B DY A8 N IR EE BB #2012 4510 H 22016 4 12 H FAREE )R
BRIk, M HRIA IR R . 4 R 554 4L, IncRNA NCRNA00173 785 AR 41 4R 2 o (1 263 I 5% AR (1.793+
0.158 vs 5.368+0.285,£=10.96,P<0.01) . IncRNA NCRNAO0173 )R IE 57595 7 {1 bk L5 5 58 LI Ab 5 78 L R o1k B AR AR AS
HH B AH G (3 P<0.05) , 1711 5 3 B PRI AR IS TG G (33 P>0.05) ; Mh4h, iR 14 IncRNA NCRNAO00173 H£2 1] OS K PFS ¥R KA #
B R IE K (P<0.01) . Cox 2 K 2 [l A AL /3 M 75% , IncRNA NCRNAO0173 2635 I8 b B 7% B It PR 7 3R 21 ARG e 7. 18 73 i [
Z(P<0.05). # #: IncRNA NCRNAO00173 2 5758 PURIIA R A= R, 0T AE AT E K8 POR2 WO TS VRS 10 2 AR 49
[x%217] IncRNA NCRNAO00173; H PR ; I A i X

[FE4SZES] R730.2; R738.1 [CakfriRfE] A [XEHS]  1007-385X(2017)08-0884-05

Expression and clinical significance of IncRNA NCRNAO00173 in osteosarcoma
tissues

PAN Haixia, YANG Lan, HU Honglin, BAI Yifeng (Department of Oncology, Sichuan Academy of Medical Sciences
& Sichuan Provincial People’s Hospital, Chengdu 610072, Sichuan, China)

[Abstract] Objective: To investigate the expression and clinical significance of IncRNA NCRNAOO0173 in the tis-
sues of osteosarcoma patients. Methods: The expression of IncRNA NCRNAO00173 mRNA was detected in 54 cases
of osteosarcoma tissues and adjacent tissues (collected from the patients underwent surgery between October, 2012
and December, 2016 at the Department of Orthopedic, Sichuan Provincial People”’s Hospital) by real-time fluores-
cence quantification PCR, and its clinical significance was analyzed. Results: The expression of IncRNA
NCRNAOO173 in osteosarcoma tissues was obviously decreased compared with that in paracarcinoma tissues
(1.793+0.158 vs 5.368+0.285,=10.96, P<0.01). LncRNA NCRNAO00173 expression was not significantly correlat-
ed with patients’ gender or age (both P>0.05), but remarkably correlated with disease stage, distant metastasis, tu-
mor differentiation and the survival (all P<0.05); Furthermore, patients with high IncRNA NCRNAO00173 expres-
sion had significant longer OS and median PFS. Cox multivariate regression analysis suggested that IncRNA
NCRNAO00173 expression, distant metastasis and clinical stage were the independent prognostic factors for osteosar-
coma (P<0.05). Conclusion: IncRNA NCRNAO00173 is involved in the occurrence and development of osteosarco-
ma, and can be used as a molecular marker for the diagnosis and prognosis of osteosarcoma.
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Fig.1 Expression of IncRNANCRNA00173 of osteosarcoma
tissues were lower than that of paracarcinoma tissues
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Tab.1 Relationship of IncRNA NCRNA00173 expression
with pathological characteristics of osteosarcoma patients (n)

o IncRNA NCRNAO00173
Characteristic - - b4 P
Low" High”
All cases (N=54) 31 23
Age(ta) 0.038 0.846
<23 14 11
=23 17 12
Gender 0.003 0.957
Male 20 15
Female 11 8
Differentiation 4.676 0.031
Median/Well 11 15
Poor 20 8
Tumor size(d/cm) 0.654  0.419
=3 cm 15 11
<3 cm 16 12
Disease stage 15.722  0.003
[A 2 4
IB 2 3
A 3 7
IIB 5 7
I 19 2
Distant metastasis 15.369  <0.01
Yes 19 2
No 12 21
Survival status 29.325  <0.01
Survival 4 20
Death 27 3

#:27459<1.793 as low-expression,2 *““ =1.793 as high-expression

A
100
g0} ] =+ NCRNA00173 low
e " —— NCRNA00173 high
S 60t L
= }
> -
T 40t t
a !
20 | L
Iy
0 1 I‘l I 1
10 20 30 40
PFS (t/month)
B
100 == NCRNA00173 low
0t 1.I| —— NCRNA00173 high
2 L.
= 60 I
s N
S : !
E 40 i,
2 20t L,
S s Sy )

10 20 30 40 50 60

PFS (t/month)

2 IncRNA NCRNA00173 9RIES
BREEEPFS R OSHXF
Fig. 2 Relationship of IncRNA NCRNAO00173 expression
with the PFS and OS time in osteosarcoma patients
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Tab. 2 Influence prognosis factors of osteosarcoma PFS and OS were analyzed by COX multivariate analysis

PFS 0S
Characteristic
HR 95% CI P HR 95% CI P
Age(t/a) 1.013 0.609~1.270 0.168 1.016 0.584~1.535 0.183
(=23vs<23)
Gender 1.050 0.633~1.803 0.354 1.074 0.615~1.856  0.193
(Male vs Female)
Disease stage 3.465 1.733~6.604 0.001 3.570 1.378~6.733  0.001
(IIT vs IA~IIB)
Distant metastasis 3.870 1.680~8.843 0.001 3.075 1.470~6.880  0.001
(Yes vs No)
Differentiation 1.960 1.136~3.790 0.031 1.840 1.290~2.830  0.032
(Poor vs Well/median)
5.860 4.973~14.795  <0.001 4.740 2.023~9.970  0.001

IncRNA NCRNAO00173
(High vs Low)
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