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IncRNA CRNDE 7E3E/N AR AhfEE2A 28 fh g9 FRiA K HI

[ E] a €9:85045H %2R REKEEIES S RNA CRNDE (colorectal neoplasia differentially expressed) 7E A /I 21 g fil i
(NSCLO W ZIbrA ik S IR IRE Lo 2 ek AR 2011 4E 1 H %2015 48 12 A AR ZE X s B B AT AR A Ml S DI BR AR
NSCLC & 137 1] , LAAH R 3 55 4L 2R 29 491 il 7005 = il £ 28 190 155 il L 2R Sy i B, s 1ol SEEA 26l %8 1 PCR VA T IncRNA
CRNDE 75 3% 21 23 Jo 3 55 41 S3Ubn A P (1 30, A0 A FL 3R TA 5 73 e RO BRARRAE S UG R &R o 48 Rt IncRNA CRNDE 72 il i 4
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CRNDE [ i 18] OS N(47.50+2.3 1) H s £k (321542 19) B BIE K, Z RE G228 L (=12.40,P<0.01). Cox ZH &
[ A8 43 H7 57K, IncRNA CRNDE 13834 28 Kb % # B I 1R 43 191 /& NSCLC T ) 79 [M 3 (P<0.05) . 46 #: IncRNA CRNDE
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Expression and clinical significance of IncRNA CRNDE in patients with non-
small cell lung cancer

LI Xiaohua', TIAN Dexing’, TANG Wei’, DAN Xiaoping’, HU Sheng’, XIAO Zhenliang' (1. Department of Respira-
tory, Sixth People's Hospital of Chengdu, Chengdu 610000, Sichuan, China; 2. Department of Respiratory,General
Hospital of Chengdu Military Region, Chengdu 610083, Sichuan China)

[Abstract] Objective: To investigate the expression and clinical significance of IncRNA CRNDE (colorectal neo-
plasia differentially expressed) in NSCLC(non-small cell lung cancer) tissues. Methods: 137 cases of NSCLC tis-
sues and corresponding para-cancerous tissues from patients with NSCLC who underwent radical or palliative resec-
tion in General Hospital of Chengdu Military Region from January 1,2011 to December 31, 2015 were collected for
this study; Meanwhile, 29 cases of normal lung tissues from patients suffered from traumatic injury were used as
controls. The expression of IncRNA CRNDE in 137 cases of NSCLC tissues and adjacent tissues were detected by
QRT-PCR method, and the relationship between its expression and clinical pathological characteristics and progno-
sis of NSCLC were analyzed. Results: Compared with the para-cancerous tissues (1.098+0.082), the average expres-
sion level of IncRNA CRNDE in cancer tissues (5.283+0.245) was significantly higher with statistical significance
(t=14.59, P<0.001). IncRNA CRNDE expression was significantly correlated with disease stage, distant metastasis,
pathological type and survival status (all P<0.05), but not associated with age, gender, smoking, tumor size, lymph
node metastasis and tumor difference (all P>0.05). The high IncRNA CRNDE expression was related to the patho-
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logical type of NSCLC (P< 0.05), and the expression of IncRNA CRNDE in adenocarcinoma group was significant-
ly higher than that in squamous cell carcinoma and other groups. Moreover, Kaplan-Meier analysis demonstrated
that the progression- free survival time in patients with high IncRNA CRNDE expression (20+1.72 months) was
shortened compared with the patients with low expression (34.07+1.97 months), the difference was statistically sig-
nificant (%’=15.940, P<0.001); the overall survival time of patients with low IncRNA CRNDE expression (47.50+
2.31 months) was significantly prolonged compared with those patients with high expression (32.15+2.19 months),
the difference was statistically significant (x’=12.40, P=0.004). Cox multivariate survival analysis also indicated that
IncRNA CRNDE expression, distant metastasis, clinical stage were the independent prognostic markers for NSCLC
(P<0.05). Conclusion: IncRNA CRNDE is involved in the occurrence and development of NSCLC, and can be used

as a biomarker for the diagnosis and prognosis of non-small cell lung cancer.

[Key words] IncRNA CRNDE; non-small cell lung cancer(NSCLC); biomarker; clinical significance
[Chin J Cancer Biother, 2017, 24(8): 889-894. DOI:10.3872/j.issn.1007-385X.2017.08.013]
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K SPSS13.0 it B A AT HHE 77 #7 . IncRNA
CRNDE 7£ 2 20 21 i 55 4l 43 Fp 1 22 S 30k K o k6
3643 HT » IncRNA CRNDE 75 Ji& 4H 24 il 55 41 23 1Y)
T8 R 5 &K lm AR #E 2 B 2 8] ¥ 28 & {8 A Chi-
Square & ¥ , & H Kaplan- Meier 7% 43 T IncRNA
CRNDE 315 5 A 4715 0] J2 7= 19 98 &2 SF Cox b
BRI NSCLC FUE IR ZR . FrfA gt 4
BILL P<0.05 5L P<0.01 x5 B A Gl 5 L.

2 & B
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Expression of IncRNA CRNDE

&1 IncRNA CRNDE #E NSCLC 4R EFRIE
Fig. 1 The high expression of IncRNA CRNDE were
measured in NSCLC tissues

2.2 NSCLC #4842 % IncRNA CRNDE #9 % X & % 55
RIRIAFIEA) X B

2 H5 IncRNA CRNDE 1~ ) % 15 7K °F- (5.283)
% NSCLC 34 4> A IncRNA CRNDE & % ik 41 77 1
(>5.238) M AR 1A 21 60 15 (<5.238) , 43 T IncRNA
CRNDE [ 3R 1A 5 & # 0 P50 WO 58 g K
AN SN IUN  YE E ER e E NS
F. BB KD, IncRNA CRNDE () % ik 5 B % 14
U < ) R O S PR RS S Ik B e B R R 4k
oK (3 P>0.05); 55505 7 H Izt b 55 4% g H 25 2Y
FAEARRS I B A S (3 P<0.05). IncRNA CRNDE
15 /KT 5 NSCLC H i i 28 B AH 5C (P<<0.05),
IncRNA CRNDE 7E i 41 (1) 3R 18 7K ~F B &5t i 1 g
S H AR R ) R IE AT WK 1,

1 NSCLC BFHLARRAF IncRNA CRNDE £
RIESHREBFFAER X R (n)
Tab. 1 Relationship of IncRNA CRNDE expression with
pathological characteristics of the patients with NSCLC (n)

IncRNA CRNDE
Characteristic _— 7 P
Low High
All cases (N=137) 60 77
Age(da) 0.044 0.834
<55 29 34
=55 31 43
Gender 0.056 0.813
Male 35 40
Female 25 37
Differentiation 0.555 0.456
Median/Well 25 37
Poorly 35 40
Tumor size (/cm) 2.204 0.138
=3 29 47
<3 31 30
Disease stage 25.511 <0.001
1 23 5
II 17 25
111 15 23
1V 5 24
Lymph node metastasis 0.044 0.835
Yes 34 45
No 26 32
Distant metastasis 8.122 0.004
Yes 5 24
No 55 53
Smoking 2.569 0.109
Yes 30 49
No 30 28
Pathological 21.066  <0.001
Adenocarcinoma 30 66
Squamouscellcarcinoma 23
Others 7 4
Survival status 25.193  <0.001
Survival 49 30
Death 11 47

2.3 IncRNA CRNDE #9 % i5 5 NSCLC & # 4 4 i 4]
LR

X i Kaplan-Meier %43 T IncRNA CRNDE [] 3
KRS EEEFR R RR, A REKIN, mEIE In-
cRNA CRNDE /) NSCLC & # [ PFS B AL T &
5 [(20.00£1.72) vs (34.07£1.9D4 H, =15.940,
P<0.01]; (] 2A) ; {£. 31X IncRNA CRNDE ) NSCLC
B OS B ek # W B 2E K [47.5042.31 vs 32.15+
2.19 M H ,=12.40,P=0.001,/ 2B].
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Fig. 2 The relationship of IncRNA CRNDE expression with the progression free survival (A)
and overall survival times(B) of the patients with NSCLC

2.4 IncRNA CRNDE *F NSCLC # % 7 & ¢ % v
% [A % Cox [F1H 73 #7145 3 (3% 2) B 7R, IncRNA

CRNDE 33X iz Ab 5 #2 J a R 43 1A /& NSCLC a7
N ET SR

2 COXZERNMFMNSCLC H/EHI ML E R
Tab. 2 Independent prognosis factors of NSCLC were analyzed by COX multivariate analysis

Characteristic s S. Wald RR(95% CI) P
Gender 0.581 0.297 1.038 1.016 (0.835~1.727) 0.340
Age(t/a) 0.307 0.443 0.659 1.350 (0.792~2.193) 0.290
Disease stage 2.894 0.510 3.021 3.841 (1.951~8.980) 0.001
LNCRNA CRNDE expression 4.363 1.780 5.543 4.032 (5.541~10.350) <0.001
Distant metastasis 6.170 2.165 3.207 2.800 (1.830~6.160) 0.001
Lymph node metastasis 0.943 0.626 1.080 (0.93~1.948) 0.073
Pathological 1.920 0.750 1.090 (0.716~1.043) 0.170
Differentiation 0.920 0.276 0.931 1.106 (0.751~1.095) 0.143
Smoking 1.320 0.286 0.670 0.750 (0.497~1.104) 0.162

33 %
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