o R A= 03R4 hitp:/www.biother.org
- 918 - Chin J Cancer Biother, Aug. 2017, Vol. 24, No. 8

s
S I

DOI:10.3872/j.issn.1007-385x.2017.08.018

{BIA AP DNA eSS E R i lm R 1277 P RN A K i E

Application and value of circulating tumor DNA in clinical diagnosis and treatment of colorectal cancer
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7, %L1 5 5 A0 1f 9 ctDNA 502 W7 B R b
TRIFER R B B, AT LAE Sy — e i 550 58 A8 1 4] i A
iy 2H R I (R # 72

are



© 920 -

v [E R A iR T AR, 2017, 24(8)

3.2 97 2 A F) B

AR, 1Bl 25 B s ia T M IR 259
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KRAS %45 , KRAS /K V- 2 HE4T P34 I, b W7 f5 EGFR
PO KRAS 52 A FE R R AT HE R % . AN [A
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H TG W E R . g5 REOR, KA KRAS B
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b

AR EE R DNA TESS B I PRI2T 7 v B S A (B

+ 921

5 B MM, KRAS FE R 2848 3 5 mCRC £ 3 il
Ja AU %, B AT AL, ctDNA H KRAS 3 [ 58 45 3
S3 M T RE RO A 2R A S A LY R S VAL
BFB

B FiR N 2T 41, otDNA E“ &7 5“1 7 AN Ty
T4 CRC & WA TT R Tila vEAS A 3R BRI E
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