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Expression and clinical significance of IncRNA MALATT1 in diffuse large B cell
lymphoma

HUANG Shan, ZHAO Feng, LIU Di, XIE Ke (Cancer Center, People’ s Hospital of Sichuan Province, Chengdu
610072, Sichuan, China)

[Abstract] Objective: To investigate the expression of IncRNA MALAT1 (long non-coding RNAs, metastasis-asso-
ciated lung adenocarcinoma transcript 1) in the serum of DLBCL (diffuse large B-cell lymphoma) patients, and to
analyze its correlation to clinical prognosis. Methods: The blood samples of 82 DLBCL patients and 32 RLH pa-
tients (lymph node reactive hyperplasia), who was diagnosed at Hematology Department of People’s Hospital of Si-
chuan Province from January 2010 to December 2015 with complete clinical data, were collected for this study. In-
cRNA MALAT1 expression was detected by Real-time fluorescence quantitative PCR, and the relationship between
IncRNA MALAT1 expression with clinical pathological features and prognosis were analyzed. Results: Compare
with RLH patients, IncRNA MALAT1 expression was significantly increased in DLBCL patients (7.48+£0.27 vs
1.28+0.45, P<0.01). In addition, IncRNA MALAT1 was significantly correlated with tumor size, clinical stage, B
symptoms and International Prognostic Index (IPI) scores. The median progression free survival time (PFS) of pa-
tients with high IncRNA MALAT1 expression was significantly shorter than those with low expression ([16.43+
2.05] months vs [32.01+3.20] months, P<0.01). Cox multivariate analyses verified that IncRNA MALAT1 and IPI
scores were independent predictive factors for DLBCL prognosis. Conclusion: The high expression of IncRNA
MALAT1 in DLBCL patients was correlated with multiple clinicopathological parameters., and it is expected to be-
come a new tumor marker for DLBCL prognosis.
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Il R BIFFAERIFR X M 53 4
Tab.1 Correlation analysis of IncRNA MALAT1 expression

and clinicopathological characteristics in DLBCL patients

Characteristic IncRNA MALAT1
expression’ Vi P
Low High
Cases(/N=82) 39 43
Age(t/a) 0.000 0.991
<56 19 21
=56 20 22
Gender 1.645 0.200
Male 19 27
Femal 20 16
Disease stage 10.850 <0.001
I-1IT 23 10
1I-1v 16 33
Extra-nodal status 0.425 0.514
< 8 9
=2 21 34
B symptoms 35.640 <0.001
Yes 9 38
No 30 5
Tumor size (d/cm) 19.567 <0.001
<5 25 7
=5 14 36
IPI score 15.705 <0.001
0-2 25 9
3-5 14 34 0.059 0.808
GCB subtybe 18 21
Non-GCB 21 22
GCB

According to the mean level of IncRNA MALAT1 (8.48) , DLB-
CL patients were divided into 43 cases of IncRNA high expres-

sion group(8.48)and 39 cases of low expression group(<8.48)
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Fig.1 Expression of IncRNA MALAT1 in serum of DLBCL
and RLH patients
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YH 43 1] ]2 K ik (<8.48) 41 39 5] « 43 HT IncRNA
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DLBCL 35 593 43 JH s K/ VB e R Gl #4 L 15
A R O FIPTIE 4 IEAH 2K (34 P<0.01).
2.3 IncRNA MALAT1 % ik K-F 5 DLBCL %% & %
ey X 7

F Kaplan-Meier {4t 1125 5 (1 2) KW, =3k 1A
IncRNA MALAT1 1] & 2 1 b A7 1 f& A2 A7 I 18]
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3200 H ,x’=65.54,P<0.01].

100
80r
60r

40

Survival rate (%)

20

10 20 30 40 50 60
PFS (t/month)
A: High IncRNA MALAT1 expression group;
B: Low IncRNA MALAT1 expression group
[El3 IncRNA MALAT1 #3147k 5 DLBCL
EEPUPFSHIXR
Fig. 3 The relationship of IncRNA MALAT]1 expression with

the median progress free survival time in DLBCL patients

2.4 DLBCL %% # 6 # B & 547

Z K& Cox [H)A 4 #r 45 R (K 2) 7%, IncRNA
MALAT1 1A 5 IP1VF- 4342 5 DLBCL 3 5 1
PHST R 2R (P<0.01) 6
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Tab. 1 Independent factors for DLBCL prognosis analyzed by COX multivariate analysis

Characteristic B Sy Wald RR (95% CT) P
Gender 0.392 0.211 1.379 1.002(0.372~1.243) 0.079
Age(t/a) 0.410 0.143 0.256 1.072(0.398~1.560) 0.276
Clinical stage 1.870 0.590 1.981 1.477(0.597~1.854) 0.069
IncRNA MALAT1 3.982 1.780 3.750 4.279(2.310~9.762) 0.001
B symptoms 1.541 0.549 1.698 1.275(0.878~1.930) 0.095
Extra-nodal status 0.765 0.594 0.698 1.008(0.569~1.375) 0.174
Tumor size 1.430 0.495 0.750 1.040(0.870~1.765) 0.083
IPI score 1.892 1.947 1.773 2.280(1.716~3.950) 0.004
GCB subtybe 1.090 1.570 1.390 1.050(0.650~1.620) 0.880

3 1 %
NHL #2& & 953 S 38 K e R A0 sl 1 g 2 —, Horp
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