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Interleukin-10 1082 A>G polymorphism and non- Hodgkin lymphoma suscepti-
bility: a Meta-analysis

ZHANG Ling', YAO Yazhou',YE Yanjun’(1. Department of Hematology and Rheumatology, Baoji Central Hospi-
tal, Baoji721008,Shaanxi,China; 2. Department of General Surgery, Baoji People's Hospital, Baoji721000, Shaanxi,
China)

[Abstract] Objective: To assess the association between interleukin-10(IL-10) 1082 A>G polymorphism and non-
Hodgkin lymphoma (NHL) susceptibility usingMeta-analysis. Methods: Case-control studies about interleukin-10
(IL-10) 1082 A>G polymorphism and NHL susceptibility were searched in PubMed, EMBASE, Web of Science,
Chinese Biomedical Literature Database,Chinese Science and Technology Academic Journal,Chinese Journal Full-
text Database and Wanfang Database from their inception toJanuary 2017. Meta-analysis was performed using STA-
TA 12.0 software. Results: A total of 16 case-control studies were included in this Meta-analysis, including 4 718
cases and 3 877 controls. There was association between IL-10 1082 A>G polymorphism and NHL susceptibility
inallele genetic model (A vs G: OR=1.12, 95% CI=1.04-1.21). codominant model (AA vs AG: OR=1.27, 95% CI=
1.06-1.52) , additive model (AA vs GG: OR=1.22, 95%CI=1.06-1.40) and dominant model (AA vs AG+GG: OR=
1.29, 95%CI=1.08-1.53), but no association with NHL susceptibility in recessive model (GG vs AA+ AG:OR=1.11,
95%CI=0.92-1.34). Conclusion: IL-10 1082 A>G polymorphismmay be associated with NHL Susceptibility.
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Fig. 1 Literature screening process and results
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Tab. 1 Basic characteristics of included literatures

_ Samplesize ~ NOS
HWE

First author(year) Country Ethnicity Genotype method Case/control score
Cunningham(2003)" Australia Caucasian SSOP 1.00 109/164 8
Maranda(2004)” France Caucasian PCR-RFLP 0.21 199/112 8
Berglund(2005)™ Sweden Caucasian PCR-RFLP 0.25 244/195 6
Guzowski(2005)” USA Mixed Tagman 0.50 17/25 7
Nieters(2006)"” Germany Caucasian PCR-RFLP 0.06 664/660 8
Persico(2006)"" Italy Caucasian PCR-RFLP 0.40 250/110 8
Lan(2006)" USA Mixed Tagman 0.39 510/597 7
Purdue(2007)" USA Mixed Tagman 0.44 524/475 9
Maranda(2007)"* France Caucasian PCR-AS 0.39 175/112 7
Kube(2008)"! Germany Caucasian Tagman 0.40 500/236 8
Andrie(2009)" USA Caucasian PCR-SSP 0.19 48/85 7
Liu(2012)"" China Asain Caucasian PCR-RFLP Tagman 0.145 512/500 7
Ramkumar(2012)"" UK 0.06 61/96 6
Xiong(2013)™ China Asain PCR-RFLP 0.42 624/363 7
Lech-Maranda(2013)®” Poland Caucasian Tagman 0.22 290/192 8
Talaat(2014)%" Egypt Caucasian PCR-SSP 0.36 100/119 7

SSOP: Sequence specific oligo probing; RFLP: Restriction fragment length polymorphism;PCR: Polymerase chain reaction;
SSP: Sequence-specific primer;PCR-AS: Allele-specific PCR
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Fig. 2 Meta-analysis of /L-10 gene 1082 A> G polymorphism and NHL susceptibility
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Tab. 2 Subgroup-analysis of /L-10 gene 1082 A> G polymorphism and NHL susceptibility
Study AvsG AA vs AG AA vs GG AA vs AG+GG GG vs AA+AG
Total(r=16) 1.12(1.04-1.21) 1.27(1.06-1.52) 1.22(1.06-1.40) 1.29(1.08-1.53) 1.11(0.92-1.34)
Ethnicity
Caucasian(r=10) 1.07(0.97-1.17)  1.17(0.96-1.42)  1.17(0.89-1.55) 1.19(0.98-1.45) 1.06(0.82-1.37)
Other(r= 6) 1.22(1.01-1.82)  1.48(1.00-2.20) 1.28(1.09-1.78) 1.48(1.04-2.11) 1.26(1.03-1.54)
Cancer type
DLBCL(1=3) 1.00(0.81-1.24)  1.14(0.65-1.99) 0.95(0.52-1.73)  1.09(0.64-1.84) 0.85(0.63-1.16)
Other(r=13) 1.19(1.04-1.35) 1.30(1.06-1.58) 1.30(1.06-1.60) 1.33(1.10-1.61) 1.18(1.04-1.34)
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Fig. 3 Sensitivity-analysis of IL-10 gene 1082 A>G
polymorphism and NHL susceptibility
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