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miR-205-5p expression in peripheral blood karyocytes from non-small cell lung
cancer patients and its clinical value
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[Abstract] Objective: To investigate whether miR-205-5p expression in peripheral blood karyocytes from non-
small cell lung cancer (NSCLC) patients could be used as a reasonable molecule biomarker. Methods: Peripheral
blood from 60 patients, who were primarily diagnosed with NSCLC and treated at the Third affiliated Hospital of
Kunming Medical University (Yunnan Cancer Hospital) from June, 2011 to June, 2012, was collected; among them,
there were 30 cases with distant metastasis while the other 30 without. In addition, 30 healthy subjects were enrolled
as controls. The miR-205-5p expressions in collected peripheral blood karyocytes, Human bronchial epithelial BE-
AS-2B cells, Gejiu squamous cell lung carcinoma YTMLC-90 cells, and Xuanwei lung adenocarcinoma XWLC-05
cells were detected by q-RTPCR. We also analyzed the correlation between miR-205-5p expression in peripheral
blood karyocytes and NSCLC serum markers levels, TNM stage, Lymph node metastasis, as well as distant metasta-
sis etc. Results: The expressions of miR-205-5p in YTMLC-90 (17.5072+1.9063) and XMLC-05 cells (5.7252+
1.0120) were significantly higher than that in BEAS-2B cells (0.8208+0.2553) (P<0.05). The miR-205-5p expres-
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sion level in peripheral blood karyocytes from healthy controls was significantly higher than that from NSCLC pa-

tients (P<0.01). The positive rate of miR-205-5p in peripheral blood karyocytes from NSCLC patients was not corre-

lated with patients’ sex, age, lymph node metastasis, pathologic subtypes and tumor serum markers (CEA, CA125,
CA242) (all P>0.05), but significantly correlated with distant metastasis, TNM stage and tumor serum marker
CA153 (P<0.01). Conclusions: Abnormal up-regulation of miR-205-5p may play an important role in the progres-

sion of NSCLC and can be used as a reasonable biomarker for the metastasis in NSCLC patients.

[Key words] miR-205-5p; peripheral blood mononuclear cells; metastasis; liquid biopsy; non-small cell lung cancer
[Chin J Cancer Biother, 2017, 24(12): 1391-1396. DOI: 10.3872/j.issn.1007-385X.2017.12.013]
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Chi-Square £ 56 , LG E /N2 o it 18 25 40 & 1A 1%
11 i) miR-205-5p A /K- 5 LI IR bR S 9% &
H Spearman £ 5 . LA P<0.05 8% P<0.01 £/Rx & 7+ H
it o

1 qRT-PCRI 3|55
Tab. 1 Primer sequences for qRT-PCR

Target Primer Sequence (57-3")

miR-205-5p-RT"  GACGTATCCAGTGCAGGGTCCGAGGTA
TTCGCACTGGATACGACCAGACT

miR-205-5p -F*  AGTCCTTCATTCCACCGGAGT

miR-205-5p -R*  GTGCAGGGTCCGAGGT
U6-RT* GTCGTATCCAGTGCAGGGTCCGAGGTA

TTCGCACTGGATACGACAAAAATATG

U6-F° GCGCGTCGTGAAGCGTTC
U6-R" GTGCAGGGTCCGAGGT

* indicates the primers are used for cDNA synthesis; * indicates
the primers for quantitative real-time PCR; U6 was used as refer-
ence; RT: Reverse transcription; F: Forward strand; R: Reverse
strand

2 4 R
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(£2),

S SCHRIRIE ™, % miRNA-205-5p F ik 7K 7/
T 4 578 XN miRNA-205-5p B 14 KI5 , 17 K miRNA-
205-5p ik K KT 55T 4 58 XN miRNA-205-5p B
PERIR o AE /N B i i TG 3 7% RN e B BR 5 A0 i I
A 1% 4 M miR-205-5p FH P 3R 5 2 55 75 N 46.7%
83.3%, B3 s T BE N (6.7%)(P<0.01,3R 3).
2.3 3> om AR RE S & o ] fn A A% 48 e miRNA-205-
Sp Mtk & A E 5k R R IE ARG A K

F Chi-Square %6 737 40 i fifies 26 40 A
1240 miR-205-5p FH ik 2 51l PR &3 B S 30 ¢
P, R BLAM A 1A 4% 41 i miR-205-5p PHIE R IA R 5 i
PR RS RS R R LR TR (P>0.05) , T
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miR-205-5p FiLKFE
Tab. 2 The miR-205-5p expression level in peripheral blood
mononuclear cells from healthy control and non-small cell

lung cancer patients

Group miR-205-5p expression P

Healthy control 1.0730€0.5579-1.9100) 0.000
NSCLC without 3.6588(1.6309—10.6471)
distant metastases

NSCLC with dis- 19.6324(6.0235-43.9682)
tant metastases

P<0.01 vs Healthy control

R3 ERA B AR EBEIND DA XA
miR-205-5p PR FTRIEZE (n=30)
Tab. 3 The positive rate of miR-205-5p in peripheral blood
mononuclear cells from healthy control and non-small cell

lung cancer patients(n=30)

miR-205-5p
Group " P
+ -

Healthy control 2%(6.7) 28%(93.3)  0.000
NSCLC without  14%(46.7) 16%(53.3)
distant metastases

NSCLC with dis- 25%1(83.3) 5%(16.7)
tant metastases

" As described in the literature™”, miRNA-205-5p expres-
sion lower than 4 (an cut-off point with maximal septicity) was
manually defined as miRNA-205 expression- negative. P<0.0/

vs Healthy control

Wt A /N4 i s S8 1 1A 4% 40 B miR-205-5p
FIEAKA- 5 LB MR bR B4 4T Spearman K555 737
RINANE M A% miR-205-5p 25K T 5 1% CA153
IKPAFER K R (P<0.01)(FE S -

3 i i

BRI B H T il e PR A2 T 8 I35 o b 54
# CEA.CA125.CA153 .NSE.CYFRA-21.SCC %5, {H
HRE S S BUBRPE S AME, B H A o A Bk
P& H Al Im K297 7K-F . miR-205-5p 15 2
I 1R AR R R B DDA D%, e 4 i ik R B s 266 AT 11
1EH .
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<4 /RO AE B A& SNE M A XA miRNA-205-5p PR
RIEZESIRKFESHZ BRI XFR
Tab. 4 Relationship between the positive rate of miR-205-5p
in peripheral blood mononuclear cells from patients with

non-small cell lung cancer and clinicopathological

parameters
Characteristic n miR-205-5p P
+ _k
Gender
Female 24 17283%)  7(11.7%)  0.437
Male 36 22(36.7%)  14(23.3%)
Age
<60 34 20(333%)  14(133%) 0.248
=60 26 19G31.7%)  7(11.7%)
Lymphatic metastasis
Yes 48 32(533%)  16(26.7%)  0.592
No 120 7a17%)  5(83%)
Distant metastasis
Yes 300 25(41.7%)  5(83%)  0.002
No 300 14(233%)  16(26.7%)
Pathologic subtypes
Adenocarcinoma 25 15(25.0%)  10(16.7%) 0315
Squamous carcinoma 16 7¢1170.) 9 (15.0%)
Other 19 8(133%)  1118.3%)
TNM stage
Stagel 9 6(10%) 3(5%)
Stagell S5 137%)  436.7%)  0.007
Stagelll 16 7(11.7%)  9(15%)
StagelV 300 25041.7%)  5(8.3%)

* As described in the literature ", miRNA-205 expression low-
er than 4 (an cut-off point with maximal septicity) was manually

defined as miRNA-205 expression-negative.

=<5 3E/NHAEA R B & SNE B 4% 4HAE miRNA-205-5p
RILKF 5 BE MBMEIREY CEALCA125,CA153,
CA242 0HE X1
Tab.5 The relationship between the miR-205-5p expression
level in peripheral blood mononuclear cells from patients

with non-small cell lung cancer and serum tumor markers

miR-205-5p expression

Serum markers

R P
CEA 0.094 0.476
CA125 0.215 0.098
CA153 0.369 0.004
CA242 0.084 0.524
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