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miR-92b &3 47 EZH2 £ F ) 1A {5 8 & & 20 58 Ecal09 BV 5E F0
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XK, AW, R AR, ST, R, RKER R, S (TLREAKRFSFOER AP0, TIERE
050011)

(% ZE] 8 9% % (esophageal carcinoma, EC) 2 il o miR-92b % £H & [ H 3£ 54 % il zeste [ Y541 38 T~ 2 (enhancer
of zeste homolog 2, EZH2) ¥R FIE (AT, LAt EC 40 fu st i AR 28 A8 JI s . =2 ¢k « ORI b EE R K 2 45 DU B B
BHIF LRI 2016 45 1 H 222017 451 H 1501 EC B 3#H F AR AL bR 4, a8 1 A W15 B 30 T 43 5 EZH2 7] B8 725 (1)
miRNAs, ¥ 75l 1Y) miRNAs mimic 73 3% 4« N EC 41l Ecal09 J& , K FH SEH %¢ Y6 58 2 PCR Western blotting F1 XU ' 2 Bk 15 2
A SZ56 5641F miRNAs X EZH2 Fe B ({38 [ IR EH o R EZH2 33 361K BRI L4 Y4 2 Ecal 09, 2R J5 % FH CCK-8 32 i T4 g A
Hl Transwell 2 A2 12 28 & 3B 5256 4> S K T miRNAs Fll EZH2 525 BEC 40 fu 35 A T IR BRER ML .. 2 F g
miR-92b [1] Ecal09 4l jii 1 EZH2 mRNA 5 mimic-NC #8 bt B & 1K (P<0.01) , #5 J% miR-92b 1] Ecal09 40 o EZH2 & [ 3Ri1AKF
] A T 5 4% mimic-NC 2H (0.52540.052 vs 0.689 % 0.026, P<0.01) . A5 B2 440 47 &7 , miR-92b. let-7a f miR-25 A] 55
EZH2 £:IR 37 v AE B0 X R 45 6 A 45 6, (B0 miR-92b A L% EZH2 FE IR (1380 , H.miR-92b K1k 5 EZH2 mRNA Kk K
HAHIE(P<0.01). miR-92b mimic #5445 EZH2 mRNA  H [ R 5% ' F B &5 2 DRV 12 3% B 2 T 1 (35 P<0.01) , X Ecal09 4 A 4
T 78 B B2 (P>0.05) ; miR-92b mimic £ 4L fe ] ECal09 4H i (1 34 58 112 28 K ITH# 8 71(P<0.01). T EC 40 f % s EZH2 1k %
KRS » miR-92b mimic XF ECal09 41 34 5 A= 28 K 3T 7 B8 3 1 Fl W 20 55 (P<0.01). 45 # : miR-92b 7] 1] ECal09
21 P ) 3 B RN 5% SRS e 70, FLAE FIAL T -5 0 1m) A F 9096 2 [N EZH2 B 3RIEF %

(K51 B8 ; miR-92b; zeste [RIVEAHY 31 2 JEIN; WEAH; 1278, T8
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miR-92b suppresses growth and invasion of esophageal cancer Ecal09 cells by
regulating EZH?2 gene expression

LIU Fei, MENG Lingjiao, LIU Shina, GU Lina, LI Juan, ZHANG Jiandong, WU Yunyan, SANG Meixiang
(Research Center, the Fourth Hospital of Hebei Medical University, Shijiazhuang 050011, Hebei, China)

[Abstract] Objective: To investigate the regulating effects of miR-92b on the expression of EZH2 (enhancer of zeste homolog 2) gene
and the proliferation and invasion abilities of esophageal cancer (EC) cells. Methods: Fifteen cases of esophageal cancer tissues that
preserved in the research center of the Fourth Hospital Affiliated to Heibei Medical University from January 2016 to January 2017 were
selected for this study. The bioinformatics tool was used to predict the possible miRNAs that might target EZH2. The mimics of predict-
ed miRNAs were transfected into human esophageal carcinoma cell lines Ecal09, respectively. Then the regulation effect of miRNAs
on EZH?2 gene expression was validated by real-time PCR, Western blotting and dual luciferase reporter experiment. In the meanwhile,
EZH?2 over-expression plasmids were co-transfected into esophageal carcinoma Ecal09 cells, and the effects of miRNAs and EZH2 ex-
pression changes on the proliferation, apoptosis , invasion and migration of esophageal carcinoma cells were detected by CCK-8 meth-
od, Flow Cytometry, Transwell Invasion and migration assay, respectively. Results: Bioinformatics analysis showed that miR-92b, let-
7a and miR-25 could combine with potential binding sites at 3’ -terminal non-translation region of EZH2 gene. Real-time PCR results
showed that only miR-92b was able to regulate the expression of EZH2, and miR-92b was negatively correlated to EZH?2 in esophageal
cancer (P<0.01). Compared with mimic-NC, the expression of EZH2 mRNA, protein and luciferase activity in Ecal09 cells after miR-
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92b mimic transfection was significantly down-regulated (both P<0.01). However, miR-92b mimic transfection had no effect on the

apoptosis of Ecal09 cells. Moreover, the proliferation, invasion and migration of Ecal09 cells were significantly inhibited after transfec-

tion with miR-92b-mimic (P<0.01). In addition, after co-transfection with EZH2 over-expression plasmids, the effects of miR-92b-mim-

ic on the proliferation, invasion and migration of Ecal09 cells were significantly weakened (P<0.01). Conclusion: miR-92b can inhibit

the proliferation, invasion and migration of esophageal carcinoma cells, and its mechanism may be related to its target regulation of EZH2.

[Key words] esophageal carcinoma(EC); miR-92b ;enhancer of zeste homolog 2( EZH?2) gene; proliferation; invasion; migration
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7t 5496 Bl W, & % %% (esophageal carcinoma,
EC) &N ™ E M N K EmAFZ—. ECET
e E A B T B R — H S A
FEHRALT 20%" . (EFR B H K BC B #H H & mik
2573, F R 2 RO At 5 Jm A 4 ™. iR O
7% I zeste [F] Y543 55§ 2(enhancer of zeste homo-
log 2, EZH2) 2R T 7 5 G« 4R K8 7935, & 20
NI R T i 746 NE AR, JBE T 2R AR T
DAIE I {40 40 2R 1 H3 R 27 R AR = R A T
DUBRERBL R R IAY . 238 Je i it R B, EZH2
FERTE EC AL Ip mRkik, 5 BE A RS P RAK,
Hid 3R IE EZH?2 fg W 38 in BC 41 f 34 58 AR 28 68 77
{HRAE EC Y EZH2 i F ik W HLHI B A5 i AT
. miRNAs @b FARSF I KL R 21~23 MK
HR A AE R B T 4w 15 RNA, ‘B g % i o 45 4 40 5 K]
37 B 2R X H 1 S I (R ) R IAT . miRNAs K2 B
W% 1/3 A2E mRNA F£iA , miR-92b 7 fili i ™ . i ik i
S e YR T A TR IR B DR AL LIRS
ECM1SE B g h RIB K 7, SR R A VR
Ji& A F AT R VIR O . SR, 7E EC FF miR-92b 5
EZH2 [l e AFIE W 0 R, MR WARGE . AW 7R
i EC 41 g 7 miR-92b X 2H &5 [ FH BL 2 g EZH2 J:
DR 2% T 1A 1A 43 A B S BC 20 i 184 5 FD A= 28 e 1 1)
S, AN BEC IR T SR AL .

1 MR5EE

1.1 A3t %

326 B A0 BE AR 52 5 DU R e Bt A0 DR A 1Y
2016 4E 1 HE 201741 H 156 EC B FAREH LS
FRAS, &R B AR A2 . & EE R REN
7 RROT , BT A A R % E A R E T TR T
RAEEGACEZ 2R R SRR b5 A7
=80 °CUkAaH, FH T RNA IR L
1.2 @mfafe £ 21X 7]

N EC 40 g ¥k Ecal09 2K B T~ Jb B B} K52 55 Y
B B . RPMI DMEM 1% 95 55 L Ji 8 [ B 3
% [ Gibeo A A, a4 M iE W B E AR ELE AV i
AERA T, RIPA 4H B ZLAR 00 B L ifg DU AED A A,
TRIzol ) H 3 [H Invitrogen A 7] , Platinum SYBR Su-

perMix iR 7] . FuGENE HD. pGL3 - Promoter Jii i Fll
PRL-TK J5 K BA 2 R 5% 51t 21 Il i 7 Ja DAL A il 3591 &
¥ H 3 [E Promega A w] , Hiper fect transfection re-
agent % YL il 71| 5 18 5 QIAGEN A ] , ¥ T4l i
G T b DU A P77 A 7], miR-25.miR-92b
e let7a B4 (mimics) M T5 7% miRNAs (NC mim-
ics) M H 75 M 5 H ZE K 4 &), p)CMV6 Entry-EZH2-
Myc-DDK Jii ¥7 3 14 1 ORIGENE A & , PCR 5| 41
H B A m e g L 5 A R A A, AR
71 & W H 2% [ NEB 2 @ , miDETECTA Track™ miR-
NA qRT-PCR starter kit 14 F )" M 86 8 A= ¥ B A7 BR
AFE] L Pt N EZH2 £ e BE PR AR BT I B-actin B
TERE A [ 2 E Invitrogen A &, E 5% ZHE H
Abcam & #] , Transwell /N = (FL42 3.0 um) 1 H 3£
Corning A 7] , Matrigel tJ H 36 [ BD A ] , #li 46 5 4%
W B Bk R AEMEARE R A A, CCK-8 il &
FIBCA H e L e o) &3 B i g s A Rt
HAEBRAF.
1.3 A491E 85 7 kMR EZH2 %9 miRNAs
4 A, miR-25 .miR-92b & let-7a £ 4l 4%

kR AW AE B 2% T H W hitp:/www. Tar-
getScan.org, T X EZH2 i ¥ ) miRNAs. &5
EZH2 5 RAFAE 4541 55 1 miR-25 \miR-92b & let-7a
HF AW . A miR-25.miR-92b X let-7a 1 {1l 4
(mimic) A1 F B 14 %] 18 (negative control, NC) #3) Hi |
W5 L H 2 E ARG PR A F] & . miR-25-mimic [ 1E
SBEF %1 N 5'-CAUUGCACUUGUCUCGGUCUGA-
3", ] SUEEFF 3N 5'-AGACCGAGACAAGUGCAAU-
GUU-3"smiR-92b-mimic [¥] i 4751 5'-UAUUG-
CACUCGUCCCGGCCUCC-3', [z SLE% ¥ 51 4 5'-AG-
GCCGGGACGAGUGCAAUAUU-3'; Let-7a-mimic [{]
1E X8 %) N 5" - UGAGGUAGUAGGUUGUAU-
AGUU-3', Jx X% ¥ 51 5'-CUAUACAACCUACU-
ACCUCAUU-3"; mimic-NC (] IE S 5% 5 51 4 5'-UU-
CUCCGAACGUGUCACGUTT-3', [z X557 1 K 5'-
ACGUGACACGUUCGGAGAATT-3'.
1.4 a3 R R A g

Ecal09 40 il FH & 10% i 4 .7 100 U/ml 5 %
Z A 100 pg/ml 55 % &= ) DMEM K R 15 7%, B
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37 C5%CO, 5 R A H EE 7% . miRNA #4LhT 1 d,
¥4 Ecal09 2 Jf 73 il 42 Fh 21 6 FLAR L F7 40 MLV & B
N 60%~70% B, $% Hiper fect transfection reagent #%
Geikf v B P ERAE . ML YL Je 7 4 41, Ecal 09 40
A P %% 4L miR-92b-mimic . miR-25-mimic . let-7a-mim-
ic & mimic-NC; 2R J&5 P36 ¥ EZH2 3 3Rk TR 5 Y20
232 AR (vector) #5 YL 4H , 43 N mimic-NC+vector %
24 21 . miR - 92b-mimic + vector ¥ 4% 0 . mimic-NC +
EZH2 # 441 . miR-92b-mimic+EZH2 % YL 40 . ¥ e
i), %20 A BRI 2K FE 1 9 100 nmol/L. 46 h g,
e 0 IR (1) 58 ARG IR W4k 8215 77 48 572 h, 2R 5 H
TIEER .
1.5 S8 3% 8 & % PCR 4 M miR-92b. miR-25.
let-7a & EZH2 mRNA &) % i K-F

W % Y 48 h 5 4 4110 Ecal09 41 il , A TRIzol
R $2 B % 4 Ecal09 41 i & 15 B EC &34 1) &
RNA, 4% Jz % 5633055 & A 52 B 2% )6 52 2 PCRR T &
Wi B A5 AR A 1) T VE AT IO s, R R A RO E &
PCR 77 ¥4 Wl EZH2 (VL GAPDH N N 2 ) . miR -
92b.miR-25 fllet-7a( LL U6 AN S RO RIEE . &l
miR -92b. miR-25 il let-7a % ik 7K F- ) PCR % J3i 4%
f£:95 °C 2 min ;95 °C 55,60 ‘C205s.72 C 15 s, 3t
35 MG ;65 'C 5 min. Fuill EZH2 ik K1) PCR
SN2 95°C FiAS M Smin, 95°C 15 5.60°C 1 min,
L 40 NEIA ;72 °C5 mine LA 27Okt 5 4% 4 40 i
miR-92b.miR-25. let-7a 1 EZH2 mRNA [{) A %} % ik
Ko LI EE 3K
1.6 Western blotting #l] EZH2 & & 44 %& ik K-F

IEE mimic-NC . miR-92b-mimicmimic-NC+vector
mimic-NC+EZH?2 .miR-92b-mimic+vector &2 miR-92b-
mimic+EZH2 M. I RIPA 55 [ 2 L AR 4m i
VKI5 FH R 75 2 Bk N LR S P R B 1 40 S
min, JK_I & & 30 min, #5005 B3 . BCA iLHEHT
FAEE, PUE H 30 ng/fLiE T 10% SDS-PAGE , %
HL UK 0 B8 I TR 2 1 L RS A% S L AT 4 2,
JEWH 35 1~3 hs IO et N EZH2 £ o i (i
HURERE L4 111 000) A1 G N B-actin B o FEHTAA (4
FFRELLBEIN 111 000, ARSI .4 °C VIS, TBST
EE0E 3 IR CRRR 10 min) s 85 I L 4T S 1gGUAAA M
FELLA1 24 1:5 000D , =RV 2 h, TBSTEEWE 3 IR (REIR
10 min) . ECLALZ:K ), F Image J K43 BT A4 3E4 T
I3HTe SIS EE 3K
1.7 W3 A & Bk K B % B4 0 miR-92b 3t
EZH2 A 1A & ¥e @) 18 R

H S SE B ) B IR A R & L EZH2 HE R (1) 37

UTR, bt T i 51 ¥ 7 %1 43 5l 9 5' - AATCTCGAG-

CATCTGCTACCTCC-3' #1 5' - CCGCTCGAGTTG-
CAAAAATTCAC-3'(% Xho 1 BEVISL ). L Ecal09
41 i cDNA AR , PCR 3k 43 EZH2 2K 3" UTR H &7
miR-92b 45 & 7 i 1K 8 262 bp, 4 Xho 1 BV IF
3 A\ pGL3-Promoter 5 R &5 44 H o Wl 77 %5 58 46 A\ 7
FIHERA TG % 5 , ¥4 1% 3 40 5 ki i 44 4 pGL3-EZH2-3’
UTR WT. U4k, Bl € s R AR EZH2 HE R 37 UTR
] miR - 92b ¥ 7 45 & ¥ AL 5'- GUACCAGUGAAU-
UUUUGCAAUA-3'J57 51| v R S B FE M B, 4 %
41 kL iy 44 N pGL3-EZH2-3 " UTR-MUT.,

+4 Ecal09 Fp.4H Ha 20 11 05 35 20 4 Fh T 96 FL
B A CBEFL 2 X 10° AN 41, 200 pb) » 24 h J5 43 3 1)
Ecal09 41 Jiil /b %% 4% miR - 92b - mimic /% mimic-NC.
48h J5 # 0.2 pug pGL3-EZH2-3" UTR-WT & pGL3-
EZH2-3’UTR-MUT 4 0.02 pg pRL-TK Jifi ki 3t % e 4
LA, BT 37 C.COMEF BN 5% I8 37
FEREE IR 12 WG, FE R IR FRU, U BT B (1) 5 10%
Jir 4= 137 () DMEM B 733, 4k 255 7% 36 ho AHfili%
PBS P 3 G » 7R B B AL N 200 pl 41 A2
ZURI AR RN 15 min, T4 °CZA1F T 1 000xg
50 S min, W EIE IR B3 ANE B 1) 96 FLAR
o U G 2R B PR ARG AR R & I PR AR A 1
5 16 2 D RE B AR O ARSI, TF SR X 29 0 3R B TS
PE o AH X 5 0 2K v MR = ok 0 O 2 AR
WE RO CREE V. SCRER 3 K.

1.8 CCK-8 k4| Ecal09 #m .38 74 A% /)

WA 4R 3 4% T mimic-NC + vector~ miR-92b-
mimic+ vector. mimic-NC+EZH2 } miR-92b-mimic+
EZH2 114 2 Ecal09 i1, BA 2 X 10° AN/FL I %5 B #
U T 96 FLAR, WL IR . 0l 1 0.24.48 F172 h
FEA LA I CCK-8 7 10 pl, 4k £ 15 72 401 1 he
SR 5 P BRI 52 3% 4K O 450 nm Ak 2% L 1) 6 5
(D). AW EEE 3 NESL, HHETFHHE. L

EE 3R,
1.9 7 X | Aa K A4S M) 4 Z miR-92b & Ecal09 %8 it &%
BT

F1 G EDTA [ g £ 1 B 7 A0 5% 44 J5 1) Eca109 4
i, FFUEE = EP A . I 200 pl AnnexinV 45 & 223
HEZMM . TS5 pl Annexin-V/FITC ¥ #i ,4 °C
W 15 mine FHIAS pl 20 pg/ml PUA , 742
A, 4 CREYEIFE 5 mine AR NRAE+, b
MLIEEAT R« Annexin V 5 3L AR 36 41 g % 4B - B 17
T, Annexin V/PLW A ARR AN M AL T MU T2 Siie
HE 3R,
1.10 Transwell 5% 3542 Ecal09 %@ fe 1z & AL 4% 68 7

W 4 °C i 57 fi# 1) Matrigel i FH G UL 3/ F 5% 9%
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FeF 107 IR R , BB AR VK _Ldb 4T , 18 i Matrigel
FAE IS I AT R . KA 8 pm T AL IR
Tk PR B S ) Transwell /N 25 B T G B 24 FLAR T, HH kG
TR FASNE, [ B = A I 25 ul Matrigel 52,
PO 52 5h 24 LR, A8 35 ST AT /)N 2 G , T O e A
R, 37 CRE PR EF IS, 1 & Matrigel JI)2 78 73 5
o Transwell iT#% L35 Jy b % A 4l Matrigel i
I £E mimic-NC+vector.miR-92b-mimic+vector.mim-
ic-NC+EZH2 J miR-92b-mimic+EZH? [¥] 4 #H Ecal09
AHA, 1577 24 h 5 FH g 2R 1 TV A0 4 AR, 1) PR
BRI K AL 2 NN Transwell /N % 1)
EEASXIOAVNED) , FEH A 600 ul & 10% i
A= IfIL7 9 RPMI 1640 15 759, 3 FLEE 77 48 h, AR A%
iR L= A, PBS IE U JE W AR e 6, T3 B AH 22
WAEE T (<2000 WS- 8, BEALAL % 5 M HLET , o
B Ao g, S E R 3K,
111 SGits i

S F SPSS13.0 i it 28, tH R BB L v £5 38
71N 5 PR ZEL 1] () 35 B LU R e R 6, 22 A TR) 35 B L
K FH B 25 77 22 934 4H 9 PR PR B ECR SNK - Aar 56 o
LA P<0.05 5 P<0.01 Fon Z R A Giit 2 2 Lo

2 # R

2.1 # % miR-92b [% 1% Ecal09 2@ it  EZH2 mRNA
Fo & G 89 & A K

fii I E W05 I8 22 B TargetScan T 42 [ i 4%
EZH2 ) miRNAs, it 3% 7 3 /> miRNAs (let-7a.
miR-92b Al miR-25) , 3:7F Ecal09 41 ffd i 3E 1755 4
A miRNA mimic, 25 5 (B 1D &R, 7 4% miR-92b 1)
Ecal09 40 fif tF EZH2 mRNA 5 mimic-NC AH b B 3 f&
fiK(P<0.01). % 42miR-92b ] Ecal09 41 1 EZH2 &
H 3R 18 K F B B AR T 7 4 mimic-NC 41[(0.525 +

EZH2 3°UTR length: 263 bp

Position 191-196 of 3°UTR

3* CCUCCGGCCCUGCUCACGUUAU 5’ hsa-miR-92b
5 GUACCAGUGAAUUUUUGCAAUA 3’EZH23'UTR WT
3’ CCUCCGGCCCUGCUCACGUUAU 5’ hsa-miR-92b
5 GUACCAGUGAAUUUU------- A 3’EZH23’UTR MUT

Relative luciferase activity

0.052) vs(0.689 £ 0.026), =4.856 , P=0.008] .
2.2 miR-92b 8 H T EZH2 £ [

VMG BT A 4 R (B 2A) B7R , EZH2 J:
3’UTR L AFAE M AE B miR-92b 45 A7 . WG
RIS JE R b s (B 2B) 7 , miR-92b H5 e i
EZH2 8 %5 ¢ 6 o B B B AR T X7 B4 (=17.69, P=
0.001), 4 EZH2 3" UTR H' [ miR-92b 25 & i £ K A=
AR 5, miR-92b ixb 7% 1 X g 75 5 R 14 400 ) 7 F 9
%, Bl miR-92b-mimic #% 4+ 2H 5 mimic-NC 213K 1E
ToH B 2 5 (=1.747, P=0.155) . %} 1561 EC 4143k
EZH2 5 miR-92b R IA FIAH O 1% 75 # 25 & (K 2C)
8, EZH2 5 miR-92b W 35 2 [A] K K A7 7E fuAH
5 (r=-0.6847,P<0.01) .

A
E 1.5
s S
2 10f e
£ B
N - - *%
S .
o 05 e
[5) .
= e
3 o0 S
miR-NC let-8a miR-92b miR-25
B

miR-NC  miR-92b

E2H2 | sy s

Practin | W—-_—

“P<0.01 vs miR-NC group
1 # % miR-92b f5 Ecal09 4R EZH2 mRNA(A)
FMERB)HIFIEKF
Fig.1 Expression level of EZH2 mRNA (A) and protein (B) in

Ecal09 cells after transfection with miR-92b mimics

R*=0.1688
6l® . P<0.001

miR-92b
o ES
.
o ¥ .
.
.
o® .
.

FUTRWT  3°UTR MUT
"P<0.01 vs miR-NC group
A: The wild-type and mutant type of miR-92b binding sequence; B: Relative fluorescence value by dual-luciferase reporter assay;
C: Correlation between miR-92b and EZH2 mRNA in EC tissues
2 TN EZH2 £ E R miR-92b HIFIERE L
Fig.2 Prediction and validation of EZH?2 gene as the target of miR-92b
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2.3 # 4 miR-92b mimic # 2 #p#) Ecal09 #m 6.6 38 74
CCK-8 V£ A& I 45 5 (B 3) 87w , #% 4% miR-92b-
mimic 21 [¥] Ecal09 41 g 3% 5 fit 71 ¢ #% Y% mimic-NC
41 1 B U8 55 (g=6.446, P<0.01); T Bk & % Y EZH2 i
FAk BB » mimic-NC+EZH?2 2038 54 6 /7 %¢ mimic-
NC 41 #H tb B & 3 58 (¢=4.659, P<0.01); miR-92b-
mimic+EZH2 X} Ecal09 4 g 38 5d i) $0 il 7 5 % G
mimic-NC 24 bt JE B &2 22 5% (¢=0.079, P>0.05).

-e-miR-NC
~ -&miR-92b . I #k
i~ 20r  a-Ez¢mRNC  F ]
2 . 3- EZH2+miR-92b _I]**
= 1.5} 75 2auml
8 /
2 1o 4
S
=05

0 .

0 24 48 7N
Time (t/h)

"P<0.01 vs miR-NC group
3 %% miR-92b KT Fik EZH2 %t Ecal09 4R 1478 5200
Fig.3 Effect of miR-92b transfection and EZH2 over-

expression on proliferation of Ecal109 cells

2.4 % % miR-92b mimic 2 # 47 %] Ecal09 % it 4%
BZH2 & Aty ki &

Western blotting £l £ F (& 4) 7R , 5 mimic-
NC+control #H Et , miR-92b-mimic+control 25 EZH2 &
H 2215 & B 2 /D (¢=23.32,P<0.01) . 5 mimic-
NC + control #1 Et. , mimic-NC+EZH2 H EZH2 & H 1]
Fik & FE ¥ (g=12.04, P<0.01) . 5 mimic-
NC+control HAH Lt , miR-92b-mimic+ EZH2 2 EZH2
FEAREELHEZRF(g=0.3945,P>0.05),

2.5 # 4 miR-92b mimic %+ Ecal09 %= iz 8 = & 8 &

i A0 B AR D 45 R (B 5D R, 7 G2 miR-
92b-mimic ZH Ecal09 21 ffl {9 - % &5 4% 4 miR-NC 41
AHEETE I 22 57 (1.=1.225, P>0.05) , % I miR-92b %}
Ecal09 2 Jd 7 T 76 ¥ 3 520
2.6 # % miR-92b mimic 4 1K Ecal09 %m iz 69 1% £ &
LA A )

Transwell 1% 28 5246 45 5 (B 6A) E7R , 7 44 miR-
92b-mimic 41 (1] Ecal09 4 g 2¢ JE 44 L % 4% mimic-NC
20 59D (g=12.88, P<0.01), 1T Bk & 4 Yk EZH2 it
FIA B , 5 mimic-NC+control ZH4H b , miR-92b+
EZH2 A M B2 28 68 1 AR WA W48k (¢=0.1277, P
>0.05) . Transwell 4l i iE#% 5256 45 - (Kl 6B) R,
& Y miR-92b-mimic ZH % B4 i 54 b 4% 4% mimic-NC
MR (g=31.78,P<0.01), i Bk & 54 Y EZH2 34 335 i

$iI )5 » 5 mimic-NC + control ZHL#H Et , miR-92b+EZH?2
HAM MR 28 RE )R W 54210 (¢=2.971,P>0.05) .

Control EZH2
)

B-actin - - - q

EZH2/B-actin

& 5
&&
Control EZH2

“P<0.01 vs miR-NC+ vector group
4 ¥ FmiR-92b B 513 FIA EZH2 3 EZH2
EA=ESuy SR A
Fig.4 Effect of co-transfection of miR-92b mimics and EZH2
over-expression vectors on the protein expression of EZH2

miR-NC miR-92b

h2 EY p2
7.6% 10.4% 26.3% 10.0%

PI

Annexin-V

5 %3 miR-92b mimic 3J Ecal09 ZBHE T HIFZ0E
Fig.5 Effect of miR-92b mimic transfection
on apoptosis of Ecal09 cells

3 3 it

EZH2 /& PRC2 & & AL 5L, & (R 2 R
Ui SET X H A H3K27 B % 75 B Dy i, REf% it b 4H.
B A H3 SRR 27 KB =H AL, = H AL E
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