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Expression and clinical significance of IncRNA ANRIL in glioma tissues

FEI Fan", HE Yongsheng", WANG Youyu", LI Mengni', HE Sen’(1. a. Department of Neurosurgery, b. Department of Thoracic Sur-
gery, ¢. Department of Pediatrics, Sichuan Academy of Medical Sciences/Sichuan Provincial People ’ s Hospital, Chengdu 610072,
Sichuan, China; 2. Graduate School of Zunyi Medical College, Zunyi 563003, Guizhou, China)

[Abstract] Objective: To investigate the expression and clinical significance of IncRNA ANRIL in glioma tissues. Methods: 129 cas-
es of glioma tissues and 25 cases of normal brain tissues as control were collected from patients treated in Sichuan Provincial People’s
Hospital from January 01, 2012 to December 30, 2016. Real-time quantitative PCR was used to detect the mRNA expression of In-
cRNA ANRIL; and the relationship between IncRNA ANRIL expression and sensitivity of patients to temozolomide as well as the clini-
cal prognosis of glioma patients were analyzed. Results: Compared with control group, the expression of IncRNA ANRIL in 129 cases
of glioma tissues was significantly increased ([8.730+0.336] vs [1.090+0.137], =9.957, P<0.01). The expression of IncRNA ANRIL in
WHO I-1I grade patients was significantly lower than that of patients at grade III-1V ([4.198+0.260] vs [10.550+£0.291], =13.03, P<
0.01). IncRNA ANRIL expression was significantly correlated with WHO stage, the sensitivity to temozolomide (TMZ) and survival
status (all P<0.05), but not associated with gender, age, KPS score and tumor size (all P>0.05). Moreover, Kaplan-Meier analysis dem-
onstrated that decreased IncRNA ANRIL expression contributed to significantly longer overall survival ([29.17+0.64] vs [13.54+0.74]
months, P<0.01) and recurrence-free survival time ([9.08+0.56] vs [15.88+0.83] months, P<0.01). Univariate and multivariate analysis
also indicated that IncRNA ANRIL expression, WHO stage and chemosensitivity could be independent prognostic markers for glioma
(P<0.05). Conclusion: Higher pathological grade of glioma patients indicates higher IncRNA ANRIL expression and shorter survival
time. IncRNA ANRIL is involved in the occurrence and development of glioma, and can be used as a molecular marker for the diagno-
sis and prognosis of glioma.
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A: The expression of IncRNA ANRIL in glioma tissues and the normal brain tissues; B: Differential expression of IncRNA ANRIL in

glioma tissues from different pathological grades

1 Real-time PCR ;A IncRNA ANRIL 7E % BB 4R 4R FR R A
Fig. 1 Expression of IncRNA ANRIL in glioma tissues was detected by Real-time PCR

F1 BREEEBLRRAD IncRNA ANRIL HFRIE STRIBAFIER X 2 (n)
Tab. 1 The relationship between IncRNA ANRIL expression in glioma tissues and the pathological features (n)

Expression of IncRNA ANRIL

Clinical feature - Ve P
High Low

N=129 67 62

Age(t/a) 0.003 0.954
<46 36 33
=46 31 29

Gender 0.074 0.786
Male 38 32
Female 29 30

KPS 0.421 0.516
<70 34 35
=70 33 27

Diameter of tumor (d/cm) 2.039 0.153
=5 41 25
<5 26 27

WHO classification 19.102 <0.001

[-1 8 29

-1V 59 33

Excision extension 1.304 0.253
Total 30 34
Subtotal 37 28

Chemosensitivity (N=92)
Sensitive 9 33 19.642 <0.001
Resistance 35 15

2.3 & &L IncRNA ANRIL I8 R 98 % % 69 8. & G Ao

RERAEBI AL 448

5 B AR R R, 45 R BLK R IE IncRNA
ANRIL 2 18 A AFBT [A] D4 (29.17+0.6) 4 H B 5
K H Kaplan-Meier ¥2: 73 T IncRNA ANRIL f 3% Rk # [(13.54+0.74) > H] B & 1L K (’=28.08. P<
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Fig. 2 Relationship between IncRNA ANRIL expression and OS (A) and RFS (B) of glioma patients

2.4 3 %A IncRNA ANRIL 2 J& 5 98 & % 69 71 )5 %
&L —
BRI R M S Z & Cox [ H /0 45 R Bor

IncRNA ANRIL 235 % 85 22 i iz g 2 v 2 WHO s
PR 43 20 s 52 W 8 o988 1 i PR A S TR 2 (331 P<<0.01) o
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Tab. 2 Univariate and multivariate analysis were used to analyze independent prognosis factors of glioma

Clinical feature

Univariate analysis

Multivariate analysis

HR 95%CI P HR 95%CI P
Age (t/a) (=46 vs <46) 1.035 0.678-2.180 0.181
Gender(Male vs Femal) 1.450 0.650-2.960 0.142
WHO classification (Il ~ IV vs1~1I) 3.652 1.550-7.420 0.001 2.620  1.350-5.640 0.001
Tumor size (d/cm) (=5 vs <5) 1.450 0.673-2.680 0.076
Chemosensitivity (Resis vs Sis) 3.530 1.743-8.960 0.001 2950  1.940-6.540 0.001
Excision (Total vs Subtotal) 0.390 0.190-1.240 0.850
IncRNA ANRIL expression (High vs Low) 4.560 1.950-10.620 <0.001 2.750  1.910-6.570  <0.001

3 3
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