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IL-17 gene rs763780 polymorphism and susceptibility of gastric cancer: a Meta-
analysis

PAN Xiaodong', ZHAO Yanfei’, LIU Pengxia', SHI Zhibin' (1. Department of Gastroenterology, Zhangye People’s Hospital of HeXi
College, Zhangye 734000, Gansu, China; 2. Institute of Genetics, School of Basic Medical Sciences of Lanzhou University, Lanzhou
730300, Gansu, China)

[Abstract] Objective: To assess the association between interleukin-17 (/L-17) gene 1s763780 polymorphism and susceptibility of gas-
tric cancer using Meta-analysis. Methods: A comprehensive search was performed on PubMed, EMBASE, the Cochrane Library, Web
of Science, Wanfang Database, Chinese Biomedical Literature Database, Chinese Science and Technology Academic Journal and
Chinese Journal Full-text Database from their inception to December 2017 to identify relevant case-control studies on association be-
tween interleukin-17 (/L-17) gene rs763780 polymorphism and susceptibility of gastric cancer. Meta-analysis was performed using
STATA 12.0 software. Results: A total of 10 case-control studies were included in this Meta-analysis, involving 3 892 gastric cancer
cases and 4 627 controls. The results showed that there was association between IL-17 rs763780 polymorphism and gastric cancer risk
in allele genetic model (C vs T: OR=1.90, 95% CI=1.73-2.08), additive model (CC vs TT: OR=1.76, 95% CI=1.45-2.14), codominant
model (CC vs CT: OR =1.26, 95% CI=1.13-1.42), dominant model (CC vs CT+TT: OR=1.93, 95% CI=1.65-2.26) and recessive model
(TT vs CT+CC: OR=1.67, 95% CI=1.38-2.03). Conclusion: IL-17 rs763780 polymorphism increases the risk of gastric cancer.
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Tab. 1 Basic characteristics of included studies

o Control Genetype (case/control) HW Genotype NOS
Study ID Country  Ethnicity
source CcC CT TT E method score
SHIBATA 2009 Japan Asian HB 221/419  55/100 4/4 0.11 PCR-SSCP 8
WU 2010%* China Asian PB 540/527  332/214 55/36 0.24 PCR-RFLP 8
LUO 2010 China Asian HB 14/176 10/51 0/3 0.21 PCR-RFLP 6
WANG 2014 China Asian PB 349/362  98/90 15/10  0.14 PCR-RFLP 7
ZHANG 2014™ China Asian HB 209/429  30/53 21/30  0.14 Mass ARRA 7
QING HAI 2014 China Asian HB 241/463  35/58 17/29  0.12 Mass ARRAY 8
HOU 2015"% China Asian PB 266/278  38/33 22/15  0.13 Mass ARRAY 7
GAO 2015™ China Asian HB 420/472  67/58 85/42  0.21 PCR-RFLP 7
YANG 2016 China Asian HB 294/312  58/54 34/8 0.53 PCR-RFLP 8
YIN 20171 China Asian HB 171/135  152/106  32/18  0.20 Direct sequence 7
HB:Hospital-Based; PB:Population-Based

Study ID : OR (95% CI) Welght (%) Stlldy 1D . OR (95% CI) Welgh (%)

SHIBATA 2009 1.99 (1.472.70) 8.68 SHIBATA 2009 —- 0 (0.72,1.51) 10.59

WU 20101 = 2.26(1.89, 2.69) 26.33 WU 2010® 151 (1.23, 1.87) 27.28

LUO 2010 ' 3.50 (1.80, 6.80) 1.22 LUO 20109 T 2.46(1.03,5.88) 1.08

WANG 201419 T 1.98(1.51,2.61) 11.42 WANG 201419 1,13 (0.82, 1.56) 1330

ZHANG 20141 = 1.46 (1.01,2.10) 7.01 ZHANG 20141'1 T 116(0.72, 1.87) 5.85

QING HAI 201412 ! 1.52(1.07,2.15) 7.68 QING HAI 2014012 T 1.16(0.74, 1.81) 6.68

HOU 20151 1.62 (1.09, 2.40) 6.03 HOU 20151 T 1.20(0.73,1.98) 5.44

GAO 210504 1.46 (1.09 1.94) 11.88 GAO 210504 7771.30(0.89, 1.89) 9.12

YANG 2016 1.95(1.38,2.74) 7.43 YANG 20165 T 114 (076, 1.71) 8.42

YIN 201704 - 1.83 (1.40 2.39) 12.32 YIN 201706 113 (0.81, 1.58) 12.24

Overall (P=39.0%,P=0.098) @ 1.90 (1.73 2.08) 100.00 Overall (P=0.0%,P=0.572) <> 1.26 (1.13, 1.42) 100.00

Z=13.53, P=0.000 | Z=4.04, P=0.000 !

0.147 1 6.8 f 1
2 | I= 5 Azt . N
2 IL-17 5 R rs763780 i 2 %7514 5 B 22 5 R M RO AR AR E] 4 IL-17 5 FE rs763780 1 S B A M 5 S5 55 Bl ) 2 K
(FREERR)

Fig. 2 Forest plot for the association between IL-17 rs763780

polymorphism and gastric cancer susceptibility

(Allele model)

Study ID OR (95% CI) Weight (%)
SHIBATA 20091 - 1.90 (0.47,7.65) 1.75
WU 2010le = 1.49 (0.96,2.31) 21.52
LUO 2010® . | 1.74(0.09, 35.32) 0.33
WANG 2014 .], =3 1.56 (0.69, 3.51) 6.08
ZHANG 2014010 1.4 (0.80,2.57) 11.66
QING HAI 3014[‘21 : 1.13 (0.61,2.09) 11.94

1 TR
HOU 2015[14] ™ 1.53 (0.78, 3.02) 8.80
GAO 2105 115 : 2.27(1.54,3.37) 22.19
YANG 20}66[ 1 | 4.51 (2.05, 9.90) 4.65
YIN 201714 1.40 (0.76, 2.61) 11.08
Overall (=17.7%,P=0.280) ¢ 1.76 (1.45, 2.14) 100.00
Z=5.72, P=0.000
0.0280 1 353
3 IL-17 &R rs763780 (L m 7514 5 B 2 5 B4R
e -
AR E (FEMERY)

Fig. 3 Forest plot for the association between IL-17 rs763780
polymorphism and gastric cancer susceptibility
(Additive model)

(GLEMHIER)
Fig. 4 Forest plot for the association between /L-17 rs763780

polymorphism and gastric cancer susceptibility

(Codominant model)

Study ID OR (95% CI) Weight (%)
SHIBATA 2009 — 2.01 (1.47,2.74) 10.71
WU 20109 259 22'15’ 3'13; 14.62
LUO 20109 66(2.20.9.84) 3.
WANG 201409 ;“gi (??(3)’ 253) 1?'21
ZHANG 201411 | =i 93133, 270) 1.
QING HAT 2014!12] ‘ L% (.05 2205 s
HOU 201501 — 122 (1'(1)?’ 222)7 zg?
GAO 210504 — 151 (1'13’ 201 )11A39
YANG 2016!"* - 1.99 (1-40’ 2'81) 9.79
YIN 201709 e 194 (1'42’ 2'63) 10.89
Overall (P=57.8%,P=0.011) &S 193 (1'65’ 2'26) 100.00
Z=4.04, P=0.000 S (LR
Note: Weights are from random efifectssanalysis

0.102 1 9.84

5 IL-17EE rs763780 i = 751 5 B 5 B
ARIRE(RMERE)
Fig. 5 Forest plot for the association between /L-17 rs763780
polymorphism and gastric cancer susceptibility

(Dominant model)
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Study ID OR (95% CI) Weight (%)
SHIBATA 2009 : 1.88(0.47,7.58)  1.68
wu 2010[5[19] 1.30(0.84,2.00) 2252
LUO 2010 . g 1.33(0.07,26.44) 041
WANG 2014 1]1 |- 1.52(0.67,341) 591
ZHANG 20141 5 ' 1.41(0.79,2.52) 1135
QING HAI§014[ 1 ; 1.11 (0.60.2.05) 11.61
HOU 2015[”‘ 1.50(0.76,2.95)  8.55
GAO 2105t [lls] ‘ 2.20(1.49,3.25) 21.86
YANG 20}66 : 4.42(2.02,9.68) 453
YIN 20170 1.33(0.73,2.42) 11.58
Overall (P=24.8%,P=0.215) 1.67 (1.38,2.03) 100.00
Z=5.24, P=0.000
0.0378 1 26.4
6 IL-17 % rs763780 i = %7514 5 B 2 5 B R AR IR E

(FRMEEERY)
Fig. 6 Forest plot for the association between IL-17 rs763780
polymorphism and gastric cancer susceptibility

(Recessive model)
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Fig. 7 Sensitivity analysis for the association between IL-17
rs763780 polymorphism and gastric cancer susceptibility
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Fig.8 Begg's funnel plot under recessive model

&2 IL-17EEH rs763780 (LR A5 5 B i 5 MR LA 7 4
Tab.2 Subgroup-analysis of 7/L-17 gene rs763780 polymorphism and gastric cancer risk

Variable value

CvsT
OR (95% CI)

CCvsTT
OR (95% CI)

CCvs CT
OR (95% CI)

CCvs CTHTT
OR (95% CI)

TT vs CT+CC
OR (95% CI)

Total(n=10)

Source of control
HB (n=7)
PB (n=3)

Genotyping
PCR-RFLP (n=5)
Others (n=5)

1.90(1.73-2.08)

1.74(1.53-1.97)
2.10(1.83-2.41)

2.03(1.80-2.29)
1.71(1.48-1.98)

1.76(1.45-2.14)

1.90(1.50-2.41)
1.51(1.08-2.11)

2.07(1.61-2.68)
1.38(1.02-1.87)

1.26(1.13-1.42)

1.18(1.01-1.38)
1.37(1.16-1.61)

1.36(1.17-1.57)
1.13(0.94-1.35)

1.93(1.65-2.26)

1.82(1.52-2.17)
2.15(1.67-2.77)

2.18(1.92-2.48)
1.75(1.50-2.04)

1.67(1.38-2.03)

1.84(1.46-2.33)
1.38(0.99-1.92)

1.94(1.50-2.49)
1.35(1.00-1.81)
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