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Role of LncRNA RP11-513G11.1 in chemoresistance and prognosis evaluation in
patients with small cell lung cancer
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of Internal Medicine and Research; d. Department of Gastroenterology, Affiliated Hospital of Southwest Medical University, Luzhou
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[Abstract] Objective: To investigate the role of LncRNA RP11-513G11.1 in the chemoresistance and evaluation of prognosis in small
cell lung cancer (SCLC). Methods: From June 2012 to June 2017, 98 cases of SCLC tissue, 30 cases of paracancerous tissue and 30
cases of normal lung tissue were performed by surgery, puncture biopsy or bronchoscopic biopsy from the Affiliated Hospital of South-
west Medical University. QRT-PCR was used to detect the expression of LncRNA RP11-513G11.1 in SCLC tissue, paracancerous tis-
sue, normal lung tissue and SCLC sensitive cell strain H69, drug resistance cell strain H69AR. All patients received EP regimen (etopo-
side+cisplatin). According to their chemosensitivity, they were divided into chemosensitivity group and drug resistance group. The ex-
pression of LncRNA RP11-513G11.1 in two groups was detected. The relationship between RP11-513G11.1 expression and prognosis,
survival time and risk factors of OS in patients were analyzed. Results: The expression of LncRNA RP11-513G11.1 in H69AR chemo-
resistant cells (13.790+2.830) was significantly higher than that in HO9AR chemosensitive cells (1.080+0.090) (P<0.01),the expression
level of LncRNA RP11-513G11.1 in SCLC tissues (8.558+1.130) was significantly higher than that in adjacent tissues (1.188+0.090)
and normal lung tissues (1.636+0.150) (all P<0.01), the expression of RP11-513G11.1 in chemoresistant patients was significantly high-
er than that in chemosensitive patients (4.974+0.313) (P<0.01). The expression of RP11-513G11.1 was not related to gender and age,
but was related to disease stage, lymph node metastasis, distant metastasis and chemotherapy resistance in SCLC patients (all £<0.05);
High expression RP11-513G11.1 patients was shorter PFS [(12.59 £2.08) months] and OS [(24.98 +1.56) months] than those with low
expression [(25.47 +1.23) months] and [(39.03 +£2.67) months] (P<0.01). Univariate and multivariate analysis showed that RP11-
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513G11.1 expression, disease stage and distant metastasis were independent prognostic risk factors for SCLC patients (all P<0.05).

Conclusion: LncRNA RP11-513G11.1 may be a potential biomarker of chemosensitivity and prognosis in SCLC patients.
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A: The expression of LncRNARP11-513G11.1 in H69 and H69AR cells; B: The expression ofLncRNARP11-513G11.1 in SCLC

tissues,para-cancerous tissues and normal lung tissues; C: Differential expression of LncRNA RP11-513G11.1 in chemosensitivity and

chemoresistance patients
1 qRT-PCR# RP11-513G11.1 £ SCLC {RAE K B R R HIFRIA
Fig. 1 Expression of RP11-513G11.1 SCLC cells and tissues were measured by qRT-PCR
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# 1 LncRNA RP11-513G11.1 RKix5SCLC £
I PRI FHE BB X Z
Tab.1 The relationship between LncRNA RP11-513G11.1

expression and pathological characteristics in patients

with SCLC
LncRNARPI11-513Gl11.1
Characteristic Low High r P
(1=47) (r=51)
Age(t/a) 0.001  0.980
<50 25 27
=50 22 24
Gender 0.000 0.993
Male 24 26
Female 23 25
Diseasestage 14.647 <0.001
Limited 29 12
Advanced 18 39
Lymph node metastasis 22.395 <0.001
Yes 19 44
No 28 7
Distant metastasis 27.800 <0.001
Yes 15 43
No 32 8
Chemotherapy 11.998 0.001
Sensitive 28 11
Resistance 23 40
Survival status 13.639 <0.001
Survival 25 9
Death 22 42
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Fig. 2 Progress free survival (PFS) and overall survival (OS) curves of patients with SCLC
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Tab. 2 Univariate and multivariate analysis of clinicopathological features for OS of patients with SCLC

Univariate analysis Multivariate analysis
Feature
HR 95% CI P HR 95% CI P
Age(t/a) 1.008 0.755-1.280 0.890
(=50 vs <50)
Gender 1.013 0.710-1.670 0.910
(Male vs Female)
Disease stage 3.150 1.370-7.060 0.001 2.580 1.490-5.960 0.001
(Advanced vs Limited)
Lymph node metastasis 2. 660 1.250-5.970 0.001 1.750 1.170-4.560 0.047
(Yes vs No)
Distant metastasis 3.980 1.760-8.950 <0.001 2.440 1.490-5.730 0.004
(Yes vs No)
Chemotherapy 3.620 1.980-8.730 <0.001 2.250 1.580-7.690 0.003
(Resistance vs Snsitivity)
LncRNARPI11-513G11.1 4.650 1.930-11.460 <0.001 2.880 1.760-6.640 0.001

(High vs Low)

HR: Hazard ratio; CI: Confidence interval
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