thE MR AE AT 2435 http://www.biother.org

Chin J Cancer Biother, Mar. 2019, Vol. 26, No. 3 < 273 -
DOI:10.3872/j.issn.1007-385x.2019.03.004 . %,5* »5}1‘ ;ﬂ .
PTPN6 £ E X A B & 51K 208 SE Ecal09 70 Yes-2 ZABEE M A S 1T 9HY
A0

X &t At At SRR AN CCTAREAR KRS FwWERR a SN b ATB A AT, L & EE 050011)

[ ZE] A 6 350 A2 R (B 2 B R B 6 (non-receptor protein tyrosine phosphatase 6, PTPN6) 38 K| /£ /S [\ £ & Wi IR 40
it 4 Ak P 1 20 o o Bcal09. Yes-2 41l M AE W14 4T R IBE M o 7 ¢k« N FH qPCR AR AN ] 63 85 il i 40 i ik (TE L
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Effects of PTPN6 on malignant biological behaviors of human esophageal squa-
mous cancer Ecal09 and Yes-2 cells

LIU Lei's YANG Liu’, NIU Yunfeng’, LIANG Jia", SHEN Supeng’(a. Department of Thoracic Surgery; b. Cancer Institute, the Fourth
Hospital of Hebei Medical University, Shijiazhuang 050011, Hebei, China)

[Abstract] Objective: To detect the expression of non-receptor protein tyrosine phosphatase 6 (PTPN6) in different esophageal squa-
mous cell carcinoma (ESCC) cell lines, and to investigate its effect on proliferation, migration and invasion ability of Ecal09 and Yes-2
cell lines. Methods: qPCR was applied to detect the mRNA expression of PTPN6 in different ESCC cell lines (TE1, Ecal09, Kyse150,
Kysel70 and Yes-2). pcDNA3.1-PTPN6 plasmid was transiently transfected into Ecal09 and Yes-2 cells respectively. The expression of
PTPNG6 was detected by real-time PCR and Wb. The effects of PTPN6 over-expression on the biological behaviors of ESCC cells were
detected by MTS, colony formation assay, wound healing assay and Transwell assay, respectively. Results: The mRNA expression of
PTPN6 was remarkably reduced in ESCC cell lines (TE1, Ecal09, Kysel50, Kysel170 and Yes-2) compared to normal esophageal epi-
thelial cells (HEEpiC) (P<0.05). Compared to the mock cells, significant up-regulation of PTPN6 was detected in pcDNA3.1-PTPN6
transfected Ecal09 and Yes-2 cells (all P<0.05 or P<0.01); PTPN6 over-expression led to a significant inhibition in migration and inva-
sion ability of Ecal09 and Yes-2 cells (all P<0.05). Conclusions: Over-expression of PTPN6 may inhibit the proliferation, migration
and invasion of ESCC cells, which might be an important factor influencing the biological characteristics of ESCC cells.
[Key words] esophageal squamous cell carcinoma; non-receptor protein tyrosine phosphatase 6 (PTPN6) gene; Ecal09 cell; Yes-2 cell;
proliferation; migration; invasion
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ik B T G BE R K A2 5 DY IR B AR W AR A PE
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LA T~ 7)), Lipofectanine™ 2000 ( 3 [H invit-
rogen A ), MTS ik 71 ( 3% [ Promega A7) , Tran-
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Tab.1 Primer sequences and product size of gPCR

Product
Gene Sequence of primer

size(bp)
PTPN6  F:5’- GGCCTGGACTGTGACATTGA-3’ 188

R:5’-ATGTTCCCGTACTCCGACTC-3’
GAPDH F:5'-AGGTGAAGGTCGGAGTCAACG-3’ 104
R:5’-AGGGGTCATTGATGGCAACA-3’
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X} 18 ZH 1) Ecal09 1 Yes-2 4 il 1% 9% 24 h J& F G A
B TF T 10% 6 48 17 1) 55 75 5 b, R B 40 it 2%
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FE5 1000420 A . F3 i AE 40 B U BE JS 024,48
72 h JE AL I MTS 4051 20 pl (500 pug/ml) . £
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To BIE R NUWE, DOKT 50 M4 v 14
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130 B R TN W ERRIIR 1 1) R v S 4 T R 1
By, HHE R ZR (%) =CI & 8] FE- IR 8] 25D /)
(A FEx100%
1.8 Transwell 5% 3& & M) # % pcDNA3.1-PTPN6 x+
Ecal09 #= Yes-2 %@ JtL 13 % 69 %) »f

W bR S 21 L A3 TR IR RN 4 it g
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"P<0.05, " P<0.01 vs HEEpic group; “*P<0.01 vs Ecal09 or pcDNA3.1-EVEcal09 group; **P<0.01 vs Yes-2 or pcDNA3.1-EVYes-2 group
A-B: The expression of PTPN6 mRNA(A) and protein(B) in ESCC cell lines; C-D: The expression of PTPN6 mRNA(C) and protein(D)
in Ecal09 and Yes-2 cells after pcDNA3.1-PTPNG6 transfection
1 qPCR 1 Wb L6465 & & 40 PREE 4 pcDNA3.1 f5 PTPN6 mRNA F15 A9 FRIAEKTE
Fig.1 The expression level of PTPN6 mRNA and protein detected by PCR and Wb in ESCC
cell lines transfected with pcDNA3.1-PTPN6
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Fig.2 The proliferation activity of Ecal09 and Yes-2 cells transfected with recombinant plasmid
PcDNA3.1-PTPN6 were detected by MTS (A) and colony formation assay (B)
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Fig.3 Effect of PTPN6 over-expression on migration of Eca109 and Yes-2 cells detected by scratch healing test (x40)
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