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Effect of long non-coding RNA Linc01296 on cisplatin resistance of ovarian
cancer OVCAR-3 cells and its correlation to clinicopathological characteristics

HUANG Yu, XIE Yao (Department of Gynecology, Sichuan Academy of Medical Sciences, Sichuan Provincial People's Hospital,
Chengdu 610071, Sichuan, China)

[Abstract] Objective: To investigate the effect of long non-coding RNA (IncRNA) Linc01296 on cisplatin (DDP) resistance in ovarian
cancer cells and the mechanism. Methods: Fifty-three cases of ovarian cancer tissues, 22 cases of borderline ovarian tumor tissues and
17 cases of benign ovarian mass tissues were collected from Department of Gynecology, Sichuan Provincial People's Hospital during
October 2017 to October 2018. The differential expression of Linc01296 mRNA in above tissue samples was detected by qPCR, and its
relationship with clinicopathological data was analyzed. Human ovarian cancer cell line OVCAR-3 (OVCAR-3 Control) and its DDP-
resistant cell line (OVCAR-3 DR) were cultured. Lentiviral vectors expressing siRNA that targeting Linc01296 or siRNA control were
transfected into OVCAR-3 DR cells respectively, as siLinc01296 group and siControl group. CCK-8 assay was used to detect DDP
semi-inhibitory concentration (ICs) and drug resistance index of each group; real-time fluorescence quantitative PCR (qQPCR) was used
to detect the mRNA expressions of Linc 01296 and tumor stem cell related genes (Oct-4 and Sox-2) in cell lines of OVCAR-3 control,
DR, DR siControl and siLinc 01296; and the protein expressions of Oct-4 and Sox-2 in each group were detected by Wb. Results: DDP
ICs and drug resistance index in OVCAR-3 DR group was significantly higher than that in Control group (all P<0.01), and DDP ICs,
and drug resistance index in siLinc01296 group was significantly lower than that in DR siControl group (all P<0.01), but significantly
higher than that in Control group (all P<0.01). The mRNA and protein expressions of Linc01296, Oct-4 and Sox-2 in DR group were
significantly higher than that in Control group (all P<0.01), while those expressions in siLinc01296 group were significantly lower than
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those in DR siControl group (P<0.01), and the mRNA and protein expressions of Oct-4 and Sox-2 in siLinc01296 group were higher

than that in control group (P<0.01). The expression of Linc01296 in ovarian cancer tissues was significantly higher than that in border-

line ovarian tumor tissues and benign ovarian mass tissues (P<0.01), which was positively correlated with lymph node metastasis and

clinical stage (P<0.05). Conclusion: Linc01296 can promote the occurrence of DDP resistance via promoting the expression of cancer

stem cell markers in ovarian cancer; Linc01296 is highly expressed in ovarian cancer tissues and closely related to disease progression

of patients.

[Key words] long non-coding RNA; Linc01296; ovarian cancer; OVCAR-3 cell; cisplatin; chemotherapy resistance; cancer stem cell
[Chin J Cancer Biother, 2019, 26(3): 323-327. DOI: 10.3872/5.issn.1007-385X.2019.03.013]
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Tab.1 The relationship between the expression of Linc01296 and clinicopathological features of ovarian cancer patients(n)

Expression level of Linc01296

Clinical index N P
High expression(=25) Low expression(n=28)

Age(ta) 1.481 0.276
>50 28 11 17
<50 25 14 1

Lymphnode metastasis 4.493 0.034
Yes 14 10 4
No 39 15 24

TNM stage 5.975 0.015
I~ 22 6 16
I~1v 31 19 12

Histological grad 3.038 0.081
G1/G2 34 13 21
G3 19 12 7
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