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Expression of non-coding RNA snord105b in gastric cancer tissues, sera and its
effect on proliferation of gastric cancer cells
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[Abstract] Objective: To detect the expression of non-coding RNA snord105b in gastric cancer (GC) tissues, sera and cell lines, and
its correlation with clinicopathological characteristics of patients with GC as well as its effect on the proliferation of GC cells. Meth-
ods: One hundred and twenty pairs of GC tissues and corresponding para-cancerous tissues from patients, who underwent surgery at De-
partment of Surgery, the Fourth Hospital of Hebei Medical University between 2016 and 2017, were collected for this study. The pre-
surgical sera samples from GC patients (#n=50) and peripheral venous blood samples from healthy donors (n=30), as well as five gastric
cancer cell lines (SGC-7901, AGS, MGC-803, BGC-823, HGC-27) and gastric mucosa normal epithelial GES-1 cells were also ob-
tained. qPCR assay was adopted to detect the expression of snord105b in GC tissues, sera and cell lines. The correlation between
snord105b and patients’ clinicopathological features was investigated. MTS assay was adopted to detect the effect of snord105b silence
or over-expressionon in vitro proliferation of four GC cells. Results: qPCR assay demonstrated that the expression of snord105b in GC
tissues, sera and cell lines were significantly higher than that of para-cancerous tissues, sera from healthy donors and GES-1 cells (all P<

0.05). Expression level of snord105b was obviously associated with age,tumor size, differentiation and TNM stages of patients (all P<
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0.05). MTS assay demonstrated that knockdown of snord105b could suppress the proliferation of GC cells (P< 0.05), while forced-ex-

pression of snord105b could promote the proliferation of GC cells (P< 0.05). Conclusion: non-coding RNA snord105b aberrantly ex-

pressed in GC tissues, sera, and cells, and its expression was obviously correlated with patients’ age, tumor size, differentiation and

TNM stages. Snord105b could significantly promote the proliferation of GC cells, which may be used as a potential clinical biomaker

for early diagnosis and prognosis of GC.

[Key words] gastric cancer; non-coding RNA(ncRNA); snord105b; proliferation; biomarker
[Chin J Cancer Biother, 2019, 26(9): 993-998. DOI: 10.3872/j.issn.1007-385X.2019.09.010]
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Fig.1 Expression of snord105b in GC tissues and para-cancerous tissues
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Tab.1 The correlation between the expression of snord105b and

clinicopathological parameters of gastric cancer patients(n)

Expression level

Parameter N of snord105b p
Low High
Agelyear (t/a) 0.004
<60 47 17 30
=60 73 10 63
Gender 0915
Male 96 23 73
Female 24 6 18
Tumor size (d/cm) 0.041
<5 70 21 49
>5 50 7 43
Differentiation 0.014
Well 53 18 35
Poor 67 10 57
Stage 0.011
I-1I 26 10 16
11 94 13 81
Cancer thrombus 0.23
Yes 56 9 47
No 64 16 48
A
g
'% 10 *.
g "
2 6 ugnu®
S " "ugn
§ Para-cancer Cancer

The sera of GC patients (N=50)
and healthy donors (N=30)
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A: Relative snord105b expression level in the sera of GC patients;

B: Relative snord105b expression level in GC cell lines
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Fig.2 Expression of snord105b gene in sera of patients with GC and GC cell lines
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Fig. 3 GC cells with snord105b knockdown or over-expression were constructed successfully

>
a

a} Q1.5+ Snord105b Q |5 st Q' |5, +cpsiiB
N p = CD511B % & o - ‘; *Snord105b %
2 § £ 1.0 % 3 S 10
NR: B <
S| & 805 3 & & 05
A%, RV =E - E
& 2448729 E 24 48 72 96 = 24 48 72 96 = 24 48 72 96
5 i Time (t/h) 3 Time (t/h) 38 Time ('h) 3 Time (t/h)
$15, wsil g 1.5 ~Snord105b g i & +CD511B
] 52 A/ =CD511B # - ] 1> -2}; L5 2 Smdiosy
vl § 1.0 8 1.0 5 5 10 T akne £ 10 :
6] = = [ @ =] =
4 50.5 ¢§ 0.5 o g 0.5 é 0.5
8 O Zaaw7296 & O 2448729 g 2443729 & O 2448729
= Time (t/h) = Time (t/h = i = i
3 8 (t/h) 3 Time (t/h) 3 Time (t/h)

"P<0.05 vs si-nc or CD511B group
A: SGC-7901; B: AGS; C: MGC-803; D: BGC-823
4 Snord105b 3 % & & LA AEIETE RE F1 A0SR0
Fig.4 Effect of snord105b on proliferation of GC cell lines
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