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IncRNA 00707 1# 13 miR-613 1§ 1% B & MGC-803. SGC-7901 ZHiRAY &
MHEZFITA
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O E] & @350 K IES S RNA 00707 (IncRNA 00707) A3 /N RNA-613(miR-613) 5% 5 J8 41 o 8 5 AN 54 8% 16 454 T &
FHHKHLH . ik IEE20144E 1 H E 20184 6 A H g4 N\ R Gt i 8 SR 89 49 J5 Rk 1k 15 g 2 2 % o 55 4L 4bm AR LA e B o
MGC-803.SGC-790.BGC-823 4lfiy , K T qPCR S5 46 B Je 2H 23 AT g 2 7 IncRNA 00707 .miR-613 I IE Ko 435 A7 In-
cRNA 00707 & R ik FlL FiA 40 A A 8, SR i CCK-8 S 5646 Ml MGC-803 . SGC-7901 4 ffd 1 48 % /1 , Transwell 1248 31l MGC-803
SGC-7901 4 LITFE AR 2 HE J7. X5 2 W 2L K 3 75 5256 5641F IncRNA 00707 55 miR-613 (R [k R . 26 R : 552 HSUNA
L, B i 2H 20 IncRNA 00707 5 B & 5 22 75 (P<0.01), IncRNA 00707 1% 7K 7 5 WHO 43 1 & 1E A 5% (P<0.05); 15 1E % 41 g &
GES-1#tL, B4 &4 IncRNA 00707 Fi&5 B & i (P<0.05). i IncRNA 00707 AJ B & #H] SGC-7901 41 i {34 4 12 78 Fn
IER At 11 (3 P<0.05); IncRNA 00707 i %32 ] B 5 $2 75 MGC-803 41 g [ 34 5 AL fiE 11 (P<0.05). 5 X BRALAH HE , IncRNA
00707 i 323K 5 3 PR T miR-613 ¢ 6 R B 2 2 R 1) 98 J R BEEPE , 110 T 1A MGC-803 F1 SCG-7901 il HH IncRNA 00707 , miR-
613 [LRIE L FEHIN (I P<0.01). £ #r: IncRNA 00707 £ B J5 41 UM AR 2 b R 35 A8 R0, AT DAL 4015 miR-613 T e i3k
B i MGC-803 I SCG-7901 £ g I T AN HEF .

[x8iA]  KEEIESID RNA00707; /N RNA-613 5 5 s MGC-803 411l ; SCG-7901 41 g ; 3458 ; iE %

(B35 ] R739.1;R735.1  [XHEkFRIRRB] A [XXEHS] 1007-385X(2019)09-0999-07

IncRNA 00707 regulates malignant biological behavior of gastric cancer MGC-803
and SGC-7901 cells via miR-613

LYU Haidong’, ZHOU Dixia®, QI Yujuan®(a. Department of Surgical Oncology; b. Interinal Medicine-Oncology, Qinghai Provincial
People's Hospital, Xining 810007, Qinghai, China)

[Abstract] Objective: To investigate the role of long chain non-coding RNA00707 (IncRNA 00707) and micro RNA-613 (miR-613) in
regulating the proliferation and metastasis of gastric cancer cells and its underlying mechanisms. Methods: Eighty-nine pairs of primary
gastric cancer tissues and corresponding prar-cancerous tissues were collected from the Department of Surgical Oncology, Qinghai Provincial
People's Hospital during January 2014 and June 2018 for this study. The expressions of IncRNA 00707 and miR-613 in gastric cancer tissues
and cells were detected by qPCR. The IncRNA 00707 low expression and over-expression models of MGC-803 and SGC-7901 cells were
established; The proliferation of gastric cancer cells was monitored by CCK-8 assay, and Transwell assay was performed to determine the
migration and invasion of gastric cancer cells. Dual luciferase gene reporter assay was adopted to validate the relationship between IncRNA
00707 and miR-613. Results: Compared with para-cancerous tissues and normal cell line GES-1, the expression of IncRNA 00707 was
significantly up-regulated in cancer tissues and cell lines, and the expression of IncRNA 00707 was positively correlated with WHO stage
(all P<0.05). Down-regulation of IncRNA 00707 significantly inhibited the proliferation and migration of SGC-7901 cells, while over-
expression of IncRNA 00707 exerted the opposite effect (all P<0.05). Compared with negative control group, IncRNA 00707 over-expression
significantly reduced the luciferase activity of miR-613; in the contrary, the luciferase activity of miR-163 was significantly increased in
MGC-803 and SGC-7901 cells with IncRNA 00707 knockdown (all P<0.01). Conclusion: IncRNA 00707 facilitates the proliferation,
migration and invasion of gastric cancer cells by inhibiting the function of miR-613, which exerts a protumorigenic effect in gastric cancer.
[Key words] long chain non-coding RNA (IncRNA 00707); miR-613; gastric carcinoma; MGC-830 cell; SCG-7091 cell; proliferation;
metastasis
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B E N LB R 2 — A EREE =
KIEREET IR R i A AR R 25K~ I B i, 1B 0
BEMAGRLEREY. SR, 5 E = A
SEAR , AH 2 —EB 40 1 e AR R RS W Ok AR
¥, B it Hoh Z R ya o7, BE Ly, W
ATH A6 5 v I AL 360, Gl AR SR A LT R I, FE G A
RNA 5 B RE R R AR B EYIME, EE
e W 56T 5 T B AR E KRR L. KBEE
4 i RNA (long-chain non-coding RNA , IncRNA) Ffl
47N RNA (microRNA , miRNA) [7] J& - JE 4% % RNA,
5 Rk KoM LA AR IR ) R AR AN R e i AR
RAFEEAER, 7T fe 2 MR T R T R R, B
FLR B, IncRNA 00707 38 i3 /F F -+ miR-206 3 i1
CDK 14 {2 it JFF- 4t e i3 Jig , [R]B , IncRNA 00707 7] A
WO ERK/INK/AKT 38 B A2 it 40 B gk fg . k4t
AR, miR-613 i@ it 815 ATOH1 fi& 12 45 17
O Mo KA R B AERE . SR, B AT K T IncRNA
00707 F1miR-613 I 3RIA 5 Bk RN TR D A&
F FLHAE I IncRNA 00707 7 15 3 4 SR 41 i 1) 2=
KT [R5 HL ) 1 o 40 PR 388 5 S A FR 22 1)
PEH BRI, DUHA G IR EYG T B 8 5t 5T 1)
SR -

1 #ZMERE

1.1 ALARA M7 B E FiXA|

4L 2014 4F 1 H 22018 4F 6 A Hilia N IR =Bt
JifEg A1t 89 1] J5i 1 B e 4 2R R g 55 A bR AR . H
H1 55 38 1] L 4z 61 9], A S (60.25£6.21) % . iR 434k,
T2 £ 4k 5 Edmondson-Steiner 73 2 b #ERf € o R 43
2 8 5% [ iR B SO & 22 51 22 (AJCC) 28 7 R 43 3
RGHIVRHE . A B 1 R AR PR A T 35 AR 42 52 AR
PUMIRIRTT o HEUREA IR NS AR/ 2 2 A)
HEBHME RS, IFRBHFEE NRERICHEZE
R . FARVIER G, ££-80°C N AL B R & R
FEHLFEAR

N B & 91 e &2 MGC-803. SGC-7901. BGC-823
K N B BB b R 4l o bk GES-1 1 B H B R 22 B ik
AU -

TRIzol 4 B 3 [ Invitogen 2 @] , DMEM A fifi 2
1% 1 E 2% [# Biological Industries 23 &) , CCK-8 & 7
S H RN AR AEY) THREA R A A, Transwell /N %
4 B 36 [ Corning /A &) , Annexin V-FITC X{ 4% 4 g i
TR AR &0 B i DU A A BR A =] X585k
ZBifE RS R 77 £ B Promega A F] , RNA $2 HUi 71
FL AT E & PCR 57 £ SYBR premix Ex TaqTM Il H
H A TaKaRa A 7]

12 miaEk

FT A6 41 B 7E 10% R 20 3% 1% 5 5 2= 15 &
Z RPMI-1640 85 77 5 T H: 7%, B T 5% C0..37 °CH;
FEAE T, BERE 3 d I 1 IR A 4 B T 1 R R 2R AT
FEAR S LU A e 35 B Ak 155 50 A K 1A 40 o
13 mppst

1 i PBS 22 /0K SGC-7901 41 i i 6 119,
53R, JFEEE AL 40 2 min, B R B T H 15 ml B O
BB O I, DUREFL 4% 10° /N AR T 6 FL
WA Y A FEIE T0% A2 A+, A8 F 6 L3/ 1% 77 2k 4% 3
ul/L BEAT R B 5 YR 55, 37 °CIE E 20 min, H T IL1E
175 3 9 5K si-IncRNA 00707 F1 % B8 4H 4% 50
umol/L ¥ SRR , W IR N E E S min, i Ji5 5 % 4 ik
FVEARRR G R 5], 37 CCRE FRAR AR 82597 . 12h )5,
W5 YL A IR A, I T L3 35 7% 5 50 e oy 58 4
IR Ak, IR I, R B G FR 48 h Jm , TR ENZH L RNA,
BGUFFE R o AR 7 1R I 3% IncRNA 00707 Al
Xf R A e gL B e 40l R MGC-803 ' . IncRNA
00707 i 3 TR Al ik 26 38 JFURE H1 GenePharma 2 7] 1%
THEEE . B EBURAE oo . AR P 180 R B AR
3000 % 4L 41 it MGC-803.SGC-7901. 525643 A NC
1 . si-IncRNA 00707 4H . IncRNA 00707 41 . IncRNA
00707+miR-613 mimics 4. FH Geneticin i% H £2 5 %
AR as
14 qPCR 5 354 0 § /& 40 42 & @ b F IncRNA
00707 A= miR-613 49 % i&

i RNA PR 45 48 H 3569 H TRIzol 77 F2 B
F TagMan miR - 613 MicroRNA kits 4~ {4 miR-613.
SR J5 FH SuperScript First Strand cDNA System ¥ #% 5%
4 cDNA. HSYBR Premix Ex Taq kit 7E ABI Step One
real-time PCR system _I- i 17 qRT-PCR 73#f7. qPCRJ%
NiZELE 95 °CTHiAE 1 10 min, 95 °C 155,60 °C 15's,
45 M, FREUR S S IR E N 60 °C. LA GAPDH
A I IncRNA 00707 R 1E KN 2, LL U6 N&
M miR-613 KIN 2. 5197 1) : IncRNA 00707 F
5'-TCACATCTGTGAAAAGAGTGCT-3,R Jy5'-CT-
GGACTGTGAGTACCAGGC-3" ; miR-613 F 4 5’ -
GTGAGTGCGTTTCCAAGTGT-3" ,R N 5'-TGAGT-
GGCAAAGAAGGAACAT -3’ ; GAPDH F A 5' -
GAGTCAACGGATTTGGTCGT-3' , R N 5’ - TT-
GATTTTGGAGGGATCTCG-3' ; U6 F A 5' -TTG-
GTCTGATCTGGCACATATAC -3’ , R A4 5’ - AAA
AATATGGAGCGCTTCACG-3" . K 2k itk 4T it
4 IncRNA 00707 Al miR-613 B F A /K. Ll EE
3%
1.5 CCK-8 % 34 M| F 5 MGC-803.SCG-7901 % fi
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378 At

Wk 5 2L 2 G A M AR X0 & U W AR 10
pl B 58 CCK-8 iR 7, 7637 °C N ¥ & 1 ho 7 450 nm
AW e G E (DA . SEIRE K 3 K.

1.6 Transwell % 3242 § & MGC-803.SCG-7901 %1
fa it & Fa iz %

D6 2H 3% e 4 B $2 Fh 21 Transwell /N5 P (2.5
10* 2 /4L , /N 25 PN 40 i 25 = AE T LV 1 1 T B v
T/ 28 JIEHR 2 5 A 20% ML B8 IR Jk o X Tt sk
36, /I 2 1 YA N Matrigel , 11 13 28 SE 56 A2 Tl Je 7E
NN S A — 2 Matrigel 155 48, 41 Y Ab 3
(Matrigel 1] 263K 5 4 2 mg/ml, FHAS & L3 1) B5 977
WSS B4 NI I 40 pl, 737 °CHBUE 30 min £ 1 h
ZEE) . FFANMITAE IR ZE 24 h )5 K= B, B
s A1 2, VR A5 1 2 15 min J& , PBS J5 3 2R )5 FH 45
e ST e, Yo 5 F I xPBS ik, B S P AR 2N
/N A A L A SR AU R X R AR AR R AT RS
R4 BEAT T
1.7 3 A& Bk B 3R 5% 32 129 miR-20a 5 TGF-
BR2 #9321 25 &

FXUR SRR & 3 BT R G St o ) B B 15 2
DRASE I S 562 . 85 26 78 IncRNA 00707 ¢ 58745 B IncRNA
00707 ¥ H 1 v B i 9385 N\ pGL3 vector LAF:
pGL3-IncRNA 00707-wild type (IncRNA 00707-Wt)F1
pGL3-IncRNA 00707-mutant (IncRNA 00707-Mut) re-
porter vector. 4 IncRNA 00707-Wt 8¢ IncRNA 00707-
Mut 5 miR-613 mimics 258 V5% A L 4 GES-1 41
Wl #5948 h)m , B KA SR P S IR F RV

1F

AT U 37 B VRRRUE TEFLH NN 1< 20 B AR
A, = T IRG Ay LR 5~10 min, BN SO
H13 000xg B0 5 min, 7 _Fif . 1% 00U G R EHR
B PR B U B 1S, PR (ORI 2 Kk R 1 7 o
18, H LGB R IEE NN S, SLREE 3K,
1.8 %itsa

K H SPSS22.0 4u it 2= 3 A, th B H s DL v +s R
7N » 2 20 1B] B AECR P BRS¢ R B0 AN AL ¢ K 5 2
ZHL 1] (1) 35 B L 35 R FH B TR 32 07 22 4 M LN B R
Eb 55 R ] SNK-g K256 ; BA P<0.05 8% P<0.01 R £ 57
e -0

2 # B

2.1 IncRNA 00707 £ § B L Fetmfe 7 F L I 5
& ik

qPCR SEIG R I 45 SR BoR, 5w 55 UL, B
Je& 21 41 IncRNA 00707 £ B & 5 3 ik (P<0.01, &
1A); 24 89 ] B & bt A ¥% WHO 43 1143 JZ ), IncRNA
00707 ik 7K1 5 WHO 43 BH & 1EAH 2% (P<0.05 B P<
0.01, & 1B); 5 I 41 il &2 GES-1 #HLL, B4l R
# IncRNA 00707 i B & _E i (P<0.05 5 P<0.01, A
1C)o A T iE— 5Kl IncRNA 00707 3R 1E /K T 5
5 e A I A B A 2 1) R AH DG M, 3 R R 6 25
¥ B E 2 N IncRNA 00707 7 % 14 41 F1 IncRNA
00707 KK IEH . 455K IR, =3 IA IncRNA 00707 5
Ji R A AR K Lt B 2 5 B A% R o U v 3 A G
(P<0.05 8 P<0.01,% 1),

0

Expression of IncRNA 00707 »

a3
0%006‘ Cb‘\oe’

g

Expression of IncRNA 00707 @
)
Expression of IncRNA 00707

Vs o
o A\
6"&6 6@6@ 6@@6

0 ]
& o R P

& L
@G 306 9'0

"P<0.05,7P<0.01 vs Para-cancer or Grade I group;“P<0.05,**P<0.01 vs GES-1 group

A: The expression of IncRNA 00707 in gastric cancer tissues and para-cancer tissues; B: The expression of IncRNA 00707 in different

stages of gastric cancer group; C: the expression of IncRNA 00707 in gastric mucosal epithelial cell lines and gastric cancer cell lines
El1 IncRNA 00707 #£ B LA LM Z P HIFRIL

Fig. 1 Expression of IncRNA 00707 in gastric cancer tissues and cell lines

2.2 & IncRNA 00707 47 4] B 5& SGC-7901 28 fg 3%
5 iTAS BRAZ &
CCK-8 S8 6 M 45 5 & 7, fl & IncRNA 00707

AJ B S 0] SGC-7901 41 ffd 1) 3 4 € /1 (P<0.05, K
2A). Transwell SEEG G I 45 5 B 7, IncRNA 00707 7l
3 I 2 FAIC SGC-7901 4 i # (P<0.05, ¥ 2B) A%
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ZERE J1(P<0.05,E2C). iR4E R KW, i IncRNA
00707 Fty 2 325 5 5 S 401 A 138 5 AN 5 78 A5 B S A4 41 )

1EH .
2.3 33 iA IncRNA 00707 42 3 F J& MGC-803 1 &
Wih EASBAZ R

CCK-8 556 K M , IncRNA 00707 o 2% 12k m] B &5,
$2 1 MGC - 803 4l i ¥ 3% 48 g 77 (P<0.05, K] 3A).
Transwell 5256 4 ] 45 8 .78 , IncRNA 00707 it &
1% B2 42 5 MGC-803 41 B iT #% fE /7 (P<0.05, &1 3B)

Ji »miR-613 (IR IA B E I (P<0.01, B 4D) , it —20
HE 52 T IncRNA 00707 F1 miR-613 22 [8] {1 B [ 8 45

1 BREHELAP IncRNA 00707 RIZS
G ARRERFHER) X &
Tab.1 Correlations of IncRNA 00707 in gastric tissues with

clinicopathological features

LncRNA 00707 expression level

5412 78(P<0.05, K 3C). L 45 R K, IncRNA Pa(tjr:z:?;rs High expression Low expression i
00707 i F2IA% 15 i A0 M MG B I F% I 1R 28 B R (n=44) (n=45)
{E;}H’Eﬁﬁ o Age (t/a) 0.461
2.4 IncRNA 00707 A4 ¥4 A T miR-613 >60 25 29
i 3T Starbase 4 & 7 Ky 2 IncRNA 00707 7 <60 19 16
E 0 B bR 56 4, 45 5 (& 4A) 5%, IncRNA 00707~ Gender 0.220
£ miR-613 0 17 5 H #7225 . qPCR 52 56 £ Wl Male 30 >
B 4 21 F IncRNA 00707 Al miR-613 11 %2 % A 3% Female H 20
Tumor size(d/cm) 0.002
P, 45 5 (& 4B) & 7R, IncRNA 00707 F1 miR-613 s 30 6
Z [A] 5 B & AR m) i 4 08 R (P<0.05) . At — B <5 14 29
5 1F IncRNA 00707 5 miR-613 ] B 42 45 &, W Lymphatic metastasis 0.044
W BRI AL IEE R (EACO ER, 5 Negative 27 18
[ 4 % 18 20 4H B, IncRNA 00707 i % ik & 25 P& A% Positive 17 27
7 miR-613 %% Ot 2 B i 1 B4 1 5% O &R IS M TNM stage 0.012
(P<0.05) , i miR-613 it % % % IncRNA 00707-Mut I 10 23
[ 5 56 % 8 3% PR W E A (Po0.05), % " ’
miR-613 & IncRNA 00707 [ # [5] miRNA. #H4h, F IH > e
i 8 40 il MGC-803 Fi SCG-7901 [ IncRNA 00707
A B C
200 Ly 150 100
=4 - si-IncRNA 00707 = = 80
= g 50 z 40
§ 0.5 / 2 g %
g ¢ 1 2 3 4 0 < QQ,\Q’\ g
Time (#/d) o a@?‘

"P<0.05 vs NC group
2 {3 IncRNA 00707 XF SGC-7901 ZRAEIETE(A) X% (B)FNRZE(C)AI TN
Fig.2 Effects of low expression of IncRNA 00707 on proliferation(A), migration (B) and invasion (C) of SGC-7901 cells

2.5 IncRNA 00707 i# i$ ¥, miR-613 145 § /& 28 i
38 58 e it A5

CCK-8 5256 I 25 S (& 5AB) & 7~ , miR-613
PR 1R 5 G B AR T SCG-7901 41 A 14 5 &€ 17,
1M IncRNA 00707 FJ i 15 #1 i) 7 miR-613 1 1F H

(P<0.05) . Transwell 5 46 & Wl 25 5 (& 5C) &
7~ miR-613 54004 1) 4% G [ AIK 7 SCG-7901 4
T EE /7, (X Bl AE H AT 4 IncRNA 00707 1 it &
IEHETH (P<0.05) . i gh 3% B, IncRNA 00707
AT DA R miR-613 540 6 i
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2 +NC 150
g, L9 - IncRNA 00707 » 150 - "
g % =] = *
'% 1.0 E 100 § 100 ==
8 2 S
S 05 / 5 0 g 50
o 0L . 0 0

1 2 3 4 < r\Q'\ C !

« [\ w~ QQ'\
Time (t/d) @?’ @P*
we wo

"P<0.05 vs NC group
3 @3RIX IncRNA 00707 %f MGC-803 4fIE5E (A) X (B) MR ZE(C)RIF M
Fig.3 Effects of overexpression of IncRNA 00707 on proliferation(A), migration (B) and invasion (C) of MGC-803 cells

A

IncRNA 00707-Wt: 5 ccuuc?C?U(I‘;(fAil\Jlk(I:AILrT(i(ia

miR-613: 3' ccguuUCUU UuGu a5’

3
5

IncRNA 00707-Mut: ccuucGCGUGGAGGCGUUCCa 3'

mm NC
miR-613 mimics

1.5
1.0 -
*
ool [ I
0

IncRNA 00707-Wt  IncRNA 00707-Mut

Relative luciferase activity

B
o 2.5r r=0.553 P<0.05
=] .
Z 2.0}, g
2
g 15f
o
© 1.0f
bt
& 0.5F
a 0 1 1 1 ]
1 2 3 4
IncRNA 00707 expression
D .g
2 4 =m NC
% %% WM si-IncRNA 00707
g 3
2 sk
° 2k
=]
g 1}
o
il
20
&  SGC-7901  MGC-903

"P<0.05, "P<0.01 vs NC group
A:Complementary pairing of IncRNA 00707 and miR-613 bases; B: The correlation between expression of IncRNA 00707 and miR-

613 in gastric cancer; C: Detection of targeting relationship between IncRNA 00707 and miR-613 by dual luciferase reporting test;

D: Effect of interfering with the expression of IncRNA 00707 on the expression of miRNA-613 in gastric cancer cells
El4 IncRNA 00707 5 miR-613 7£ B fRLB AR L0 - O RIAHF R R AB KM%

Fig.4 The expression characteristics and correlation of IncRNA 00707 and miR-613 in gastric cancer tissues and cells

3 1

IncRNA J& — 28 5 {7 T 4i B 4% 51 410 i 5+ 1)
FLUEE RNA , HoBdEE 77 41 K FE K T 200 nto IncRNA
BAZ5E AR MRS, BIERW AL 2 5%
Mg S 2 MEmIAEERKRES ., Fla,
IncRNA MDC1-AS il i MDC1 4% %6t HL 1l 301 1) 5 s
i Ff ff 38 FH R0 B 519, IncRNA GNATI1 -1 i i
Wt/ B - 3% ¥ 8 H & 56 E R 4E i 3G 5E AR
A, A K I, IncRNA 00707 7E i
Je 2HL 2R R A g o e AR 08, aT DL aE T 4
il miR-206 [ Tfy 8 1 12 328 928 20 o 1) 3 5 L 12+
MAz 28 . SR H # %& A W 5T 78 70 1 52 IncRNA

00707 FI B M X R AFEBE PSR T In-
cRNA 00707 7& B J& 40 g A (1 /8 B B 338 76 #L
il , M %2 ] IncRNA 00707 7F 5 i 41 43 b Rk 5 3%
T e A o 5 A G o - RS 12 0 o e
FRE)FHmIEA G . B E N TheE s A T
R 2 IncRNA 00707 ¥ {5 98 20 L 2 40 7 47 N I A
i, B ¥E & 7R IncRNA 00707 it % ik %F SCG-7901
A MGC-803 4 A 1 38 5 ¥ % A1 B 2 1 42 it AF
. b Ah, K 3 3& IncRNA 00707 %F SCG-7901 Al
MGC-803 4 Jfd (1) 3% B \ i £ 7 B & 1 00 k1) 1E A
$£ 7K IncRNA 00707 7 5 & 1 & i ik 72 o R 4% {2



< 1004 -

F [ R AR IR AR K, 2019, 26(9)

A B C
~ = NC
2 =# IncRNA 00707/NC 150
S 1.0} e~ IncRNA 00707/miR-613 mimics K L ] 150
a s > é’
2 Hee S o 8 100
£os z g
= s 50 @
S & g 50
35— > =
3 <
] < ]
Time (¢/d) = quq\s 8°
@Pﬁ Q'\Q'\\&
® Q
A \¢©

'P<0.05,"P<0.01
5 IncRNA 00707 #1 miR-613 Xt SGC-7901 ZBBE1E5E (A) iEF(B) 1R 2 (C)RIE M
Fig. 5 Effects of IncRNA 00707 and miR-613 on proliferation (A), migration (B) and invasion (C) of SGC-7901 cells

VE 9 N PR AE 2w 5 RNA , mi-RNA 2 5 98 7 1k
HEhREANEZENER —, HEdERHRES
5V 2 AW 50 R Can g B 3 5 ok R T AR 2B RN
REOU, B, H 7R B, miRNA-96-5p @it §E
Ir] Fox 1 11 1] 15 e 40 i 1 39 4 L 1= 28 F % %%, 1 HU
SV 5T R I, miR-532 3 i ¥ ) NKD1 {2 12t 5 ¥ 1)
TR ZE, AN, miR-613 42 O F S (1) 2 A $e
RN () miRNA , 7560 H5 B PR FIR AR L S R e 508
i HH AR E . A AP L, miR-613 #]E
IRl - 52 44 4 CCXCRA) T #1011 114 PA) 988 A= A A il
o[RS, miR-613 3 o v 428 3 0 B Vil 2 AT 400 1)
FOPR IR PL Sk DR 98 I35 58  IE A PR 28121, T 7 B 0
miR-613 a ik 101 i i Y 14 44 22 75 5% (K1~ (BDNF) 4101 il
B B A AN AR, 3R B miR-613 ££ IR
RAEINIE RN . AHF 7 R B, MR T 55 2,
miR-613 7 5 Ji 21 2 1 320K N I, 3278 miR-613 7E
R 1 R i ok e e R A e U

BRI, IncRNA BT 5 miRNA 58 4454
P2 ceRNA BUIEH 35 Ja /K e 3t B 1 o fe e SR 1
BN RAEFKE. NidE— Bt IncRNA 00707
P B AR R LS, AT S AR (E R
225 HT R B, miR-613 /& IncRNA 00707 1 FH i #E 55,
H miR-613 1 IncRNA 00707 £ 5 Ji& 41 21 v 1) ik 77
FEAE G K &, HAE B @ 40 i 4, 1d % 18 IncRNA
00707 404 1 41 ML A miR-613 (1L . #4h, miR-613
RS s A T IncRNA 00707 X 42 33F 5 928 2
HuE TR EIRN . PL BB W], miR-613 7E B i
Y1 b o FE 098 RN, B IncRNA 00707 7] DL i %
T 40051 S e 4 B miR-613 T R SR 250N

22 FATR , IncRNA 00707 7] LU 3E B J68 F 189 5
TR AR 28, v AR N B 12 W RG 97 I EAs &
s oAb, miR-613 76 B i 40 i v & H #0098 208, 1

IncRNA 00707 W] LA i #8 [ 411 1) miR-613 K #E (2
RBLe S, ABFFAIRT T B KR H
B, 125 B K2 Wi AIa I 7 SR At T 97 I SE a4k 4

[& £ 3 #]
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