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Expression of CMTMG6 in breast cancer tissues and its correlation with patients’
clinicopathological characteristics and prognosis

YANG Xiaojun®?, WEI Li*, ZHENG Xiao*, XU Bin*, WANG Qi*, LIU Yingting®, ZHANG Dachuan®, JIANG Jingting® (a. Department of
Tumor Biological Treatment & Research Center of Tumor Immunotherapy Engineering Technology in Jiangsu Province & Institute of
Cell Therapy, Soochow University; b. Department of Pathology, the Third Affiliated Hospital of Soochow University, Changzhou
213003, Jiangsu, China)

[Abstract] Objective: To investigate the expression of chemokine-like factor-like MARVEL transmembrane domain-containing family
member 6 (CMTMG6) in breast cancer tissues and its correlation with clinicopathological features and prognosis of patients. Methods: A total
of 136 breast cancer tissue chips (purchased from Superchip Company), including 42 pairs of matched cancer and paracancerous tissues,
were used for this study. The expression level of CMTMG6 in cancer and paracancerous tissues was detected by immunohistochemistry. The
comparison of CMTM6 expression between breast cancer and paracancerous tissues was conducted by paired y test. The relationship between
CMTMB6 expression in breast cancer tissues and the clinicopathological characteristics of patients was analyzed by y° test. Kaplan-Meier
and Log rank test analyses were used to analyze the relationship between CMTMG6 expression and the survival of patients, and Cox model
was used to evaluate the effect of different indicators on the prognosis of patients. Results: The expression of CMTM6 in breast cancer tissues
was significantly higher than that in paracancerous tissues (P<0.01). The expression of CMTM6 was correlated with pathological type of
breast cancer and HER?2 positivity (P<0.05). The survival time of patients in CMTMG6 high expression group was significantly shorter than
that of patients in CMTMG6 low expression group (P<0.05). Pathological type (HR=10.374, 95%CI: 3.529-30.497, P<0.01), TNM stage
(HR=4.599, 95%CI: 1.784-11.856, P<0.01), triple-negative breast cancer (HR=3.370, 95%CI: 1.055-10.761, P<0.05) and high expression
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of CMTM6 (HR=0.195, 95%CI: 0.073-0.518, P<0.01) were independent risk factors for prognosis of breast cancer patients. Conclusion:

CMTMG6 is highly expressed in breast cancer tissues, which can be used as a risk factor for prognosis evaluation of breast cancer patients.

[Key words] breast cancer; chemokine-like factor-like MARVEL transmembrane domain-containing family member 6 (CMTM6);

tissue chip; prognosis
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Tab.2 The relationship between CMTMG6 expression and the clinicopathological characteristics of breast cancer patients (n)

Clinicopathological feature N - - CMTM6 - 7 P
High expression Low expression

Age (t/a)
<50 64 43 21 0.326 0.568
>50 72 45 27

Pathological grade

I,1-1I 34 18 16 2.747 0.097

I, IT-101 102 70 32

Pathological type
IDC 124 85 39 9.086 0.003
IDCHILC 12 3 9

Tumor size (V/em?®)
<14 68 42 26 0.515 0.473
=14 68 46 22

Tumor site
Left breast 57 37 20 0.002 0.966
Right breast 79 51 28

Lymph node metastasis
Yes 85 57 28 0.549 0.459
No 51 31 20

TNM stage
I-1I 88 56 32 0.125 0.725
I 48 32 16

ER positive
Yes 87 54 33 0.735 0.391
No 49 34 15

PR positive
Yes 80 49 31 1.016 0.313
No 56 39 17

HER?2 positive
Yes 40 31 9 4.056 0.044
No 96 57 39

Triple-negative
Yes 18 12 6 0.035 0.852
No 118 76 42

IDC: Invasive ductal carcinoma of breast; ILC: Infiltrating lobular carcinoma of breast; ER: Estrogen receptor;

PR: Progesterone receptor; HER2: Human epidermal growth factor receptor 2
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Tab.2 Cox regression analysis of influential factors for the survival of breast cancer patients

Single factor analysis

Multifactor analysis

Clinicopathological feature

HR (95%CI) P HR (95%CI) P
Age (t/a)
<50 vs >50 1.477 (0.792~2.754) 0.220 1.812(0.952~3.449) 0.070
Pathological grading
I, I-11 vs ILII-IIT 1.159 (0.568~2.367) 0.685 0.906(0.408~2.014) 0.809
Pathological type
IDC vs IDCHILC 2.754(1.272~5.960) 0.010 10.374(3.529~30.497) <0.001
Tumor volume (V/em?®)
<l4vs =14 1.250 (0.678~2.304) 0.475 1.137 (0.603~2.144) 0.693
Tumor location
Left vs Right 1.736 (0.899~3.352) 0.100 1.913 (0.937~3.904) 0.075
Lymphatic metastasis
Yes vs No 0.638 (0.331~1.232) 0.181 1.421 (0.557~3.626) 0.463
TNM stage
[T vs I 2.167 (1.182~3.971) 0.012 4.599 (1.784~11.856) 0.002
ER"
Yes vs No (1.750 0.952~3.215) 0.072 0.944 (0.325~2.741) 0916
PR"
Yes vs No 1.948 (1.058~3.589) 0.032 2.068 (0.747~5.723) 0.162
HER2*
Yes vs No 1.305 (0.641~2.658) 0.463 1.243 (0.531~2.910) 0.616
Triple-negative
Yes vs No 2.522(1.197~5.312) 0.015 3.370 (1.055~10.761) 0.040
CMTM6
High vs Low 2.130 (1.026~4.419) 0.042 0.195 (0.073~0.518) 0.001

IDC: Invasive ductal carcinoma of breast; ILC: Infiltrating lobular carcinoma of breast; ER: Estrogen receptor;

PR: Progesterone receptor; HER2: Human epidermal growth factor receptor 2
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