o E R AEYNGITZE http://www.biother.cn
1082 - Chin J Cancer Biother, Dec. 2023, Vol. 30, No.12

DOI:10.3872/j.issn.1007-385x.2023.12.007 : 'l ‘..

At XU EEEENRERERRERREIAZSH BRCAL/2 EE R 5N
ZREIGKRENX

B##, 2 2 %éi%ﬁ iz R A, L FEE IR, A SR ALE LZEE, LB, HEY,
ZRk, R E BAAA(EAERNKFEMEER mHAMNBER »FT4W P S, =F %9 650118)

(5 FE] & & RHE TR E AR 2 ST SR 1 F V5 5 4 5 (HRD) A T H PPl 2= 5 Hb X B9 S8 55 1
HRD R H BRCA1/2 3 K AR AT IR R R o 7 ok SN 2021 4 1 H 522023 4 5 H 8145 2= 5 44 MR B2 B Yicia i 59
HU B 24841, HRD#ﬁ*%ﬂ%ﬁlfﬂﬁfiﬂ?ﬁj\ﬁi(GSS)(IEW?&%Wi&ﬁ‘]kf;\%’” I J BN AT F7 ) B HRD 3437 (4%
B PR | ity 7 S8 B R A B K P B A S R PR AH AN B A R D HEAT DAl S M SURE AR I GSS250 43 B HRD V43242 43
& BRI 345 ) BRCA1/2 2[R 2248 i HRD 2 SCABAYE . /31 3% HRDRZAS S5 IR AOREAFE X R, 48 % 248 400 g
BE T 70.97% [ 38 HRD 2 FH M, Horf BRCA1/2 £ [R 9848 %4 30.65% . TII~ VI« 1 2% 51 25 3 g 1 O SR8 BB 3 LA o s 1)
HRD BHPEZE (34 P<0.01) , HRD V43 5 1o 9 8 38 A IR HLAth 255 H 93 (R 49126 4108 17 (P<0.05) « HRD R A5 5 BF S (103 B2 Y L1l
PR BN FLAth 35 (R T AR 44 Ik (3 P<0.01) . 48 &+ 2 i Hb X B 535 £ 35 HRD BH 4 54 7 , HRD BV (1 51 55988 22 2% 7T LA
ADP ¥ R Al (PARPIIHI TG T i 45 58 R Al .

[RHEIR] 9P 5L s = L IX s [F)95 3 4L BB (CHRDD 5 25 R R 1P 7 (GSS) s HRD $-43 s BRCA1 24 [K] ; BRCA2 2 [A]

[(FESES] R73531:Q343.5  [CEFRIREE] A [XEHS] 1007-385x(2023)12-1082-06

The status of homologous recombination deficiency and BRCA1/2 gene mutation
in ovarian cancer patients in the Yunnan region and their clinical significance

CAI Jingjing, LIU Xin, LI Zhuoying, HAN Tingting, GUO Yinjin, MA Luyao, WANG Xiaoxiong, LI Hongsheng, LI Quan, DU Yaqian,
LAN Yunyi, SHEN Shaocong, YANG Ruijiao, WU Shunxian, LIU Junxi, ZHOU Yong (Molecular Diagnostic Center, Yunnan Cancer
Hospital, Third Affiliated Hospital of Kunming Medical University, Kunming 650118, Yunnan, China)

[Abstract] Objective: To evaluate the HRD (homologous recombination deficiency) status of ovarian cancer patients in the Yunnan
region using a HRD detection system developed on polymorphic loci specific to the Chinese population. Methods: A total of 248
ovarian cancer patients admitted to the Yunnan Tumor Hospital between January 2021 and May 2023 were included in this study. The
HRD status was evaluated using either the Genomic Scar Score (GSS), which is primarily based on copy number length, type, location,
and genomic breakpoints, or the HRD score (a combination of three genomic instability events: allelic loss of heterozygosity (LOH),
telomeric allelic imbalance (TAI), and large-scale state transitions (LST)). HRD was defined as positive when the tissue sample had a
GSS = 50 or HRD=>42 score, or when harmful BRCA1/2 gene mutation was detected. Results: The study showed that approximately
70.97% of the 248 ovarian cancer patients had a positive HRD status, with a BRCA1/2 gene mutation rate of 30.65%. Stage III to VI
stage patients and patients with high-grade serous adenocarcinoma had a higher HRD positivity rate (both P<0.01), and patients with
higher HRD scores had a higher frequency of co-occurring other gene mutations (P<0.05). HRD status was associated with pathlogical
type, clinical stage and other gene mutations in ovarian cancar (all P<0.01). Conclusion: Ovarian cancer patients in the Yunnan region
have a high HRD positivity rate, suggesting that a significant proportion of ovarian cancer patients in this region may benefit from
treatment with poly (ADP-ribose) polymerase (PARP) inhibitors.
[Key words] ovarian cancer; Yunnan region; homologous recombination deficiency (HRD); genomic scar score (GSS); HRD score;
BRCAI1 gene; BRCA2 gene
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