[ R A AT 243 http://www.biother.cn
Chin J Cancer Biother, Apr. 2024, Vol. 31, No.4 « 377 -

DOI:10.3872/j.issn.1007-385x.2024.04.009 ‘ 'l .,.

BB 4TI NA R EIR S E E R T A

FEEAE, A L E R, RS, B RH B, B x B x) B AR IR AT
é—&%a,ﬂv@*@%ﬂ,%é}ﬁ&f?“,%ﬂﬁ#&%ﬁ%ﬁ%%ﬁﬁ"(%%Eﬂk%%il‘ﬁ/r%E{‘m ZHAEAMBER a. 5 F
b s b, M IR —AF, =i R 650118)

U E] & @ 50283 BNz (NSCLC) 2 4 b 3K 5l 5 R 58 A5 175 1 5 e PRI BRASAE 1 2% &, 22 45715 NSCLC i
FHIT IR T Wik . 2ok  ARBFFLILAIN 2018 45 1 H %2023 4E 10 H 7] =5 g & R B2 Be 73 12 Wi v O D 11 121 451 22 45
FINSCLC H 19 253 AN 451 i L 2R A, LLEE AR (NGS) AR 5 gy 18 BH i 28 4% 72 4t PCR (ARMS-PCR) $ ARG 22 4545
NSCLC 202 3R 5l 56 R R AR KL, A7 3L 5 2R 2 W S BRRFAIE (196 3R, BRSO [R5 1 IR il SR B SE R R AR S . 46 R0 iy
JE“FB"NSCLC M LL , “ & 3”7 2 45 15 NSCLC F8 35 BR Al ik DA 9 A48 B AT 12 35 b 3 o0, RIAE “ & 37 fB 38 B B (20%) 1
EGFR U ¢ 4% (L858R  19-deD) J #5171 (27.26%) 1) EGFR 2> WL 5% 48 (£ H G719/87681.G719) 5 “H g ” £ 45 15 NSCLC i34 1)
KRAS RAFH (27.27%) IF B i T AE“ B i B R (12.59%) (P<0.05) . LAk, 5 )87 % 4575 NSCLC i3 Ik 5h e B 548 A
— IR IA 69.23% , 8 Ry T AR E A B IR Sl A R AR A —FH (55.07%) (P<0.05) . ,ﬂfe} “E % 5 NSCLC 3 B
151 [ EGFR 7> WL 5848 J& KRAS 9748 5%, [F] — K38 /S [R5 ok 22 [ A7 78 B s 11 3K 30y 266 ) 574 S o 2, AR O 900 i B 20 45 4
NSCLC 11297 Seng S 58 2 (1% % .

[RSIA] AR/ Nl ; il 455 s EGFR s KRAS ; 2 [N 5848

[FEHZES] R7342;R7302  [SCEAFRIZAE] A [XXEBHRS] 1007-385x(2024)04-0377-06

Analysis of driver gene mutations in “Xuanwei” multi-nodular non-small cell lung
cancer

WANG Xiaoxiong’, LI Quan’, SHEN Zhenghai®, CAI Jingjing®, LI Zhuoying®, SHEN Shaocong’, LI Hongsheng®, LIU Xin*, LIU Xi’,
LIU Junxi®, GUO Yinjin*, DU Yaxi®, LAN Yunyi*, MA Luyao’, YANG Ruijiao®, WU Shunxian’, ZHOU Yongchun’, HUANG Yunchao"
(a. Molecular Diagnostic Center; b. Department of Thoracic Surgery I, the Third Affiliated Hospital of Kunming Medical University,
Yunnan Cancer Hospital, Kunming 650118, Yunnan, China)

[Abstract] Objective: To investigate the relationship between driver gene mutations and clinicopathological features of multi-nodular
non-small cell lung cancer (NSCLC), and to provide molecular diagnostic basis for the treatment of multi-nodular NSCLC patients.
Methods: A total of 253 lung nodule tumor specimens from 121 patients with multiple nodules NSCLC tested at the Molecular
Diagnostic Center of Yunnan Cancer Hospital between January 2018 and October 2023 were included in this study. Next-generation
sequencing (NGS) or Amplification Refractory Mutation System PCR (ARMS-PCR) techniques were used to detect driver gene
mutations in multi-nodular NSCLC tissues. The relationship between these mutations and clinical pathological features of patients was
analyzed, in order to compare the tumor heterogeneity of lung cancer driver genes in different nodules. Results: Compared with non-
"Xuanwei" NSCLC, "Xuanwei" multi-nodular NSCLC patients showed significant regional characteristics in driver gene mutations.
These patients demonstrated a lower rate (20%) of epidermal growth factor receptor (EGFR) sensitive mutations (L858R, 19-del), a
higher rate (27.26%) of EGFR rare mutations (mainly G719/S768I, G719). The KRAS mutation rate in "Xuanwei" multi-nodular
NSCLC patients (27.27%) was also significantly higher than that in non- "Xuanwei" patients (12.59%) (P<0.05). In addition, the
inconsistency rate of driver gene mutations among different nodules was 69.23% in "Xuanwei" multi-nodular NSCLC patients, much

higher than that in non-"Xuanwei" patients (55.07%) (P<0.05). Conclusion: "Xuanwei" multi-nodular NSCLC patients in have higher
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EGFR rare mutations and KRAS mutation rates, and there is higher driver gene mutation heterogeneity among different lesions in the

same patient. This study will provide more options for the diagnosis and treatment strategies of "Xuanwei" multi-nodular NSCLC.

[Key words] non-small cell lung cancer (NSCLC); pulmonary nodule; epidermal growth factor receptor (EGFR); KRAS; gene

mutation
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